
H3_K18-‐R26	  
	  

KQLATKAAR	  
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H3_K18-‐R26:	  
KQLATKAAR	  
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H3_K18-‐R26:	  KQLATKAAR	   147	  
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H3_K18-‐R26:	  Prop-‐KQLATKAAR	  MS/MS	  

*	  

*	  =	  140Da	  diagnosEc	  ion	  
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H3_K18-‐R26:	  PIC-‐KQLATKAAR	  MS/MS	  

*	  

*	  =	  140Da	  diagnosEc	  ion	  



H3_K18-‐R26:	  
KQLATPropKAAR	  
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H3_K18-‐R26:	  KQLATPropKAAR	   151	  



152	  
H3_K18-‐R26:	  Prop-‐KQLATPropKAAR	  MS/MS	  

*	  

*	  =	  140Da	  diagnosEc	  ion	  
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H3_K18-‐R26:	  PIC-‐KQLATPropKAAR	  MS/MS	  

*	  

*	  =	  140Da	  diagnosEc	  ion	  



H3_K18-‐R26:	  
KMe1QLATKAAR	  

PIC-‐labeled	  pepEdes	  run	  as	  double-‐peak,	  Prop-‐labeled	  pepEdes.	  Earlier	  eluEng	  peak	  is	  
K23Me1,	  propionylated	  K23Me1	  MS2s	  not	  detected	  (see	  page	  #xx).	  

K23Me1	   K18Me1	  
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H3_K18-‐R26:	  KMe1QLATKAAR	   155	  
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H3_K18-‐R26:	  Prop-‐KMe1QLATKAAR	  MS/MS	  

*	  
#	  

*	  =	  140Da	  diagnosEc	  ion	  
#	  =	  171Da	  diagnosEc	  ion	  
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H3_K18-‐R26:	  PIC-‐KMe1QLATKAAR	  MS/MS	  

*	  

#	  

*	  =	  140Da	  diagnosEc	  ion	  
#	  =	  171Da	  diagnosEc	  ion	  



H3_K18-‐R26:	  
KAcQLATKAAR	  

Low	  abundance,	  peak	  overlaps	  with	  K23Ac.	  AUC	  determinated	  on	  MS2	  level.	  
Only	  the	  first	  two	  MS2	  from	  the	  Prop-‐Peak	  could	  be	  assigned	  as	  K18Ac,	  Rest	  is	  K23Ac!	  

158	  



159	  H3_K18-‐R26:	  KAcQLATKAAR	  

AUC	  calculaEon	  on	  MS2	  level:	  
	  
XIC-‐Prop	  570.84	  (2+)	  
227.14,	  355.20,	  673.40,	  786.48,	  
914.54	  
	  
XIC-‐PIC	  602.35	  (2+)	  
290.15,	  418.21,	  673.40,	  786.48,	  
914.54	  

PIC	  

Prop	  A	  

B	  

C	  

D	  

TIC	  

TIC	  

A	  =	  K18Ac-‐peak	  Prop	  
B	  =	  K23Ac-‐peak	  Prop	  
C	  =	  K18Ac-‐peak	  PIC	  
D	  =	  K23Ac-‐peak	  PIC	  



H3_K18-‐R26:	  KAcQLATKAAR	  and	  KQLATKAcAAR	   160	  

AUC	  determinated	  on	  MS2	  level	  (see	  page	  159).	  
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H3_K18-‐R26:	  Prop-‐KAcQLATKAAR	  MS/MS	  

*	  

#	  

*	  =	  140Da	  diagnosEc	  ion	  
#	  =	  126Da	  diagnosEc	  ion	  
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H3_K18-‐R26:	  PIC-‐KAcQLATKAAR	  MS/MS	  

MS2	  for	  PIC-‐K18Ac	  is	  mixed	  with	  PIC-‐K23Ac	  MS2	  (y4-‐y8	  denoted	  by	  arrows):	  

*	  

#	  

*	  =	  140Da	  diagnosEc	  ion	  
#	  =	  126Da	  diagnosEc	  ion	  



H3_K18-‐R26:	  
KQLATKAcAAR	  

163	  

Peak	  overlaps	  with	  K18Ac,	  more	  abundant	  mark.	  AUC	  determinated	  on	  MS2	  level	  (see	  page	  
159).	  
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H3_K18-‐R26:	  Prop-‐KQLATKAcAAR	  MS/MS	  

*	  

#	  

*	  =	  140Da	  diagnosEc	  ion	  
#	  =	  126Da	  diagnosEc	  ion	  
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H3_K18-‐R26:	  PIC-‐KQLATKAcAAR	  MS/MS	  

*	  

#	  

*	  =	  140Da	  diagnosEc	  ion	  
#	  =	  126Da	  diagnosEc	  ion	  



H3_K18-‐R26:	  
KQLATKMe1AAR	  

Double-‐peaks	  for	  PIC	  treatment	  (see	  K18Me1,	  slide	  #84):	  Earlier	  eluEng	  peak	  is	  K23Me1!	  

K23Me1	   K18Me1	  
K23Me1	  too	  low	  abundant	  
and	  possibly	  hidden	  in	  

K18Me1	  peak	  
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H3_K18-‐R26:	  KQLATKMe1AAR	   167	  

PropionylaEon	  K23Me1	  not	  found.	  
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H3_K18-‐R26:	  PIC-‐KQLATKMe1AAR	  MS/MS	  

*	  

#	  

*	  =	  140Da	  diagnosEc	  ion	  
#	  =	  171Da	  diagnosEc	  ion	  



H3_K18-‐R26:	  
KQLATPropKAcAAR	  
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H3_K18-‐R26:	  KQLATPropKAcAAR	   170	  



171	  
H3_K18-‐R26:	  Prop-‐KQLATPropKAcAAR	  MS/MS	  

*	  

#	  

*	  =	  140Da	  diagnosEc	  ion	  
#	  =	  126Da	  diagnosEc	  ion	  
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H3_K18-‐R26:	  PIC-‐KQLATPropKAcAAR	  MS/MS	  

*	  

#	  

*	  =	  140Da	  diagnosEc	  ion	  
#	  =	  126Da	  diagnosEc	  ion	  



H3_K18-‐R26:	  
KAcQLATKAcAAR	  
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H3_K18-‐R26:	  KAcQLATKAcAAR	   174	  
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H3_K18-‐R26:	  Prop-‐KAcQLATKAcAAR	  MS/MS	  

*	  

*	  =	  126Da	  diagnosEc	  ion	  



176	  
H3_K18-‐R26:	  PIC-‐KAcQLATKAcAAR	  MS/MS	  

*	  

*	  =	  126Da	  diagnosEc	  ion	  


