Table S2  Comparison of the 16 WOA core response genes to previously published C. albicans transcriptional stress responses. The presence of each of the 16 core
response genes to WOAs (13 up-regulated and 3 down-regulated genes) in previously published gene lists was evaluated. A bullet symbolizes that the indicated WOA core
response transcript was found to be at least two-fold up-regulated (A) or down-regulated (B) in the previously published C. albicans transcriptional stress response indicated in
the corresponding column header. Genes consistently up-regulated (A) or consistently down-regulated (B) in both gene lists are highlighted in pink (A) or light blue (B),
respectively.

(A) Genes up-regulated in previously published C. albicans stress responses.
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(B) Genes down-regulated in previously published C. albicans stress responses.
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