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Figure S4 Genomic neighborhood of the additional insertions near LT and RT and of the hns gene shows that these sites are
found in regions with a higher than average AT content and large H-NS bound regions that increase in size as the cells enter
stationary phase. For each plot, from the bottom to the top: Genes on the lagging and on the leading strands. In grey are
plotted the convergent genes where the insertions have been made, and the hns gene itself. FIS binding in early
exponential phase (FIS_EE) and in mid-exponential phase (FIS_ME), data from (Kahramanoglou et al. 2011). Sites bound by
H-NS in early exponential (HNS_EE), mid-exponential (HNS_ME), transition to stationary (HNS_TS) and stationary (HNS_S)
phases (Kahramanoglou et al. 2011). On the top of these, in LT and in RT1 there are also tsEPOD (Vora et al. 2009). AT
content is calculated within a 4000 bp sliding window with a shift of 500 bases. In the proximity of all the insertions it is
possible to detect a strong occupancy by H-NS as well as a higher AT content of the genomic sequence. For the hns gene
there is a clear increase in the length of the H-NS bound region while cells are passing from exponential to stationary phase.
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