Supplementary data

Table S1. List of primers used in this study

Product Reference
Gene Primer Sequence (5'-3")
(bp) or source
gnrA gnrAF AGAGGATTTCTCACGCCAGG 580 1
gnrAR TGCCAGGCACAGATCTTGAC
gnrB gnrBF GGCATTGAAATTCGCCACTG 264 1
gnrBR TTTGCTGCTCGCCAGTCGAA
gnrS gnrSF GCAAGTTCATTGAACAGGGT 428 1
gnrSR TCTAAACCGTCGAGTTCGGCG
gnrC gnrCF GGGTTGTACATTTATTGAATCG 307 2
gnrCR CACCTACCCATTTATTTTCA
gnrD gnrDF GGGTTGATTTAACTGATAC 311 3
gnrDR TTCGCACTTTTCTAATATGAC
aac(6')-1b aac(6)-1bF TTGCGATGCTCTATGAGTGGCTA 482 4
aac(6')-IbR  CTCGAATGCCTGGCGTGTTT
gepA gepAF GCAGGTCCAGCAGCGGGTAG 218 3
gepAR CTTCCTGCCGAGTATCGTG
0gxA OgxAF CTCGGCGCGATGATGCT 392 5
0gxAR CCACTCTTCACGGGAGACGA
0gxB 0gxBF TTCTCCCCCGGCGGGAAGTAC 512 5
ogxBR CTCGGCCATTTTGGCGCGTA
gyrA gyrAF GCGATGTCGGTCATTGTT 490 This study
gyrAR ACTTCCGTCAGGTTGTGC
gyrB gyrBF TGAAATGACCCGCCGTAA 458 This study
gyrBR GCTTGCCTTTCTTCACTTTGTA
parC parCF TGCGTTGCCGTTTATTGG 470 This study
parCR GCAGGTTATGCGGTGGAAT
parE parEF AACTGCTGGCGGAGATGG 490 This study



parER ATACGGTAGAGCGGTGGC
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Table S2. Plasmid-mediated PMQR and ESBL genes

ALL E.coli (n=590) ESBL+PMQR (n=110) ESBL+PMQR Type
ESBL PMQR ESBL PMQR Type No.

CTX-M-14 (163, 27.6%) aac(6')-1b-cr (116, 19.7%) CTX-M-14 (60) aac(6")-1b-cr (72) CTX-M-14+aac(6")-Ib-cr 23
CTX-M-55 (47, 8.0%) gepA (85, 14.4%) CTX-M-15 (20) gepA (29) CTX-M-15+aac(6")-Ib-cr 18
CTX-M-15 (30, 5.1%) 0QgxAB (23, 3.8%) CTX-M-55 (12) 0gxAB (12) CTX-M-14+qgepA 16

gnrS (13, 2.2%) gnrsS (9) CTX-M-55+aac(6')-1b-cr 7

gnrB (9, 1.5%) gnrB (8) CTX-M-15+qepA 6

CTX-M-14+gnrB 6

CTX-M-14+gnrS 4

CTX-M-14+0qgxAB 4




