Supplementary Data

S1. Distance matrix of nucleotide differences between all clusters for patient #1.
S2. Distance matrix of nucleotide differences between all clusters for patient #2.
S3. Distance matrix of nucleotide differences between all clusters for patient #3.
S4. Distance matrix of nucleotide differences between all clusters for patient #4.
Table S1

12 34 5 6 7 8 9 10 11 12 13 14 15 16 17
1 1-1/100.0 116136 7 3 9 1 4 3 2 2 5 5 8 8
2 1-2/1.0 52 13 6 14 6 12 15 14 13 13 16 16 19 19
3 1-2/1.1 . .7 121 9 3 7 109 8 8 11 11 14 14
4 1-2/1.8 .. . . 156 14 6 14 17 16 15 15 18 18 21 21
5 1-2/3.9 137 155 8 7 6 6 9 9 12 12
6 1-2/15.3 g8 2 8 11 10 9 9 12 12 15 15
7 1-2/17.8 8 2 5 4 3 3 6 6 9 9
8 1-2/22.6 10 13 12 11 11 14 14 17 17
9 1-2/31.0 32 1 1 4 4 7 17
10 1-2/2.8 1 4 2 7 7 8 8
11 1-2/1.6 31 6 6 7 7
12 1-3/96.3 2 5 5 8 8
13 1-3/3.7 5 5 6 6
14 1-4/51.2 0O 7 5
15 1-4/5.9 7 5
16 1-4/38.5 2
17 1-4/4.4

1 1-1/100.0 — 1=cluster 1; 1-1=patient #1-time point 1; 100.0=100% frequency in the
HCV quasispecies

Table S2

12345 6 7 8 9 10 11
1 2-1/30.1 38 7 10 9 4 11 18 13 19
2 2-1/69.9 987 8 5 8 19 14 17
3 2-2/32.3 1 16 17 8 17 12 11 23
4 2-2/5.7 . . . . 1516 7 16 11 10 22
5 2-2/57.5 . . . . . 1 10 11 24 17 20
6 2-2/4.5 . . . . . . 11 12 25 18 21
7 2-3/72.9 . . . . . . . 9 18 11 19
8 2-3/27.1 . . . . . . . . 2518 21
9 2-4/100.0 . . . . . . . . . 13 31
10 2-5/74.0 . . . . . . . . . . 18
11 2-5/26.0
Table S3

12345678910 11
1 3-1/97.7 117542322 2
2 3-1/2.3 26433233 3
3 3-2/2.4 6433433 3
4 3-2/85.2 239899 9
5 3-2/6.7 57677 7
6 3-2/5.6 6566 6
7 3-3/98.7 122 2
8 3-3/1.3 33 3
9 3-4/93.0 0 0
10 3-4/3.5 0

11 3-4/3.5



Table S4
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4-1/98.0
4-1/2.
4-2/1.
4-2/1.
4-2/1.
4-2/2.
4-2/4.
4-2/4.
4-2/25.6

10 4-2/37.7
11 4-2/4.6

12 4-2/10.9
13 4-2/5.7

14 4-3/73.1
15 4-3/26.9
16 4-4/1.9

17 4-4/2.9

18 4-4/94.8
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The tables show numbers of nucleotide differences between all clusters. The cluster
numbering in the distance matrix corresponds to the numbering of the thumbnail plots
in Figures 1A-D. The colored numbers (green—BL1, red—EOT1, blue—BL2,
magenta—identical resistance pattern), representing pairwise genetic distances

between clusters, are those which appear in Figures 1A-D.



