T346Hunter: A novel web-based tool for the prediction of T3SS, T4SS and T6SS
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Upload your sequence files for secretion systems prediction

Predicted clusters Please leave your email, you will be notified once the job is done.

Download profiles DNA sequence | NC_009075.fna ) }

Contact us E-mail | new.user@uma.edu J

...or upload NCBI sequence files for a faster execution

Genes Location | NC_009075.ptt )

Protein sequences| NC_009075.fna J

DNA sequence | NC_009075.fna )

E-mail \ new.user@uma.edu \

E-value (HMMER) <= [0,0005 | E-value (BLASTp) <= (0.0005 |

Sequence shape | Circular o)
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Identify clusters

Secretion Systems Loci in NC_009075
) id2144  vasf T6SS 1.2e-10
I General View g oot id2147 vca0107 T6SS  3.3e-60
L< General View n _’::é;3ss
L s y 2 B Tess
LATBSS
L All hits .
‘ 2 ggs 8 8 g E R OB I g 858 83
§ 0838 8 ¥ ¥ § 8§ 0§ g g g 82 % 9§
—( (o ¢

21w [2.105 o

5 kb

HTML-formatted output (clusters)
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