
WT NS3 gene
∆G = -738.17 [Initially -804.70]
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GCUCCCAUCACUGCUUAUGCCCAGCAAACACGAGGCCUCCUGGGCGCCAUAGUGGUGAGUAUGACGGGGCGUGACAGGACAGAACAGGCCGGGGAAGUCCAAAUCCUGUCCACAGUCUCUCAGUCCUUCCUCGGAACAACCAUCUCGGGGGUUUUGUGGACUGUUUACCACGGAGCUGGCAACAAGACUCUAGCCGGCUUACGGGGUCCGGUCACGCAGAUGUACUCGAGUGCUGAGGGGGACUUGGUAGGCUGGCCCAGCCCCCCUGGGA
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CAGCGUGGCCGCCACACUGGGCUUUGGCGCCUACCUGAGCAAGGCCCACGGCAUCAACCCCAACAUCCGGACCGGCGUGAGAACCGUGAUGACCGGCGAGGCCAUCACCUACAGCACCUACGGCAAGUUUCUGGCCGAUGGCGGCUGUGCCAGCGGCGCCUACGACAUCAUCAUCUGCGACGAGUGCCACGCCGUCGACGCCACAAGCAUCCUGGGCAUCGGCACCGUGCUGGACCAGGCCGAAACCGCUGGCGUGAGACUGACCGUGCUGGCCACCGCUACCCCACCUGGCAGCGUGACCACCCCCCACCCCGACAUCGAGGAAGUGGGCCUGGGCAGAGAGGGCGAGAUCCCCUUCUACGGCAGAGCCAUCCCCCUGAGCUGCAUCAAGGGCGGCAGACACCUGAUCUUUUGCCACAGCAAGAAGAAGUGCGACGAGCUGGCCGCUGCCCUGAGAGGCAUGGGCCUGAACGCCGUGGCCUACUACAGAGGCCUGGACGUGUCCAUCAUCCCUGCCCAGGGCGACGUGGUCGUCGUCGCCACCGAUGCCCUGAUGACAGGCUACACCGGCGACUUCGACAGCGUGAUCGACUGCAACGUGGCCGUGACCCAGGCCGUGGACUUCAGCCUGGACCCUACCUUCACCAUCACCACCCAGACCGUGCCACAGGACGCCGUGAGCAGAAGCCAGCGGAGAGGCAGAACAGGCAGAGGCCGGCAGGGCACCUACAGAUACGUGUCCACCGGCGAGAGGGCCAGCGGCAUGUUCGACUCCGUGGUGCUGUGCGAGUGCUACGAUGCCGGCGCUGCUUGGUACGAUCUGACCCCUGCCGAGACAACCGUGCGGCUGCGGGCCUACUUCAACACCCCUGGCCUGCCCGUGUGUCAGGACCACCUGGAAUUCUGGGAGGCCGUGUUCACCGGCCUGACCCACAUCGACGCCCACUUUCUGAGCCAGACCAAGCAGGCAGGGGAGAACUUCGCCUACCUGGUCGCCUAUCAGGCAACAGUGUGCGCCAGAGCCAAAGCCCCUCCCCCUAGCUGGGACGCCAUGUGGAAGUGCCUGGCCAGACUGAAGCCUACCCUGGCCGGACCUACCCCCCUGCUGUACAGACUGGGCCCCAUCACCAACGAAGUGACCCUGACCCACCCCGGCACCAAGUAUAUCGCCACCUGUAUGCAGGCCGACCUGGAAGUGAUGACC
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Figure S2A
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Recoded NS3 gene
∆G = -729.88 [Initially -805.30]
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CAGCGUGGCCGCCACACUGGGCUUUGGCGCCUACCUGAGCAAGGCCCACGGCAUCAACCCCAACAUCCGGACCGGCGUGAGAACCGUGAUGACCGGCGAGGCCAUCACCUACAGCACCUACGGCAAGUUUCUGGCCGAUGGCGGCUGUGCCAGCGGCGCCUACGACAUCAUCAUCUGCGACGAGUGCCACGCCGUCGACGCCACAAGCAUCCUGGGCAUCGGCACCGUGCUGGACCAGGCCGAAACCGCUGGCGUGAGACUGACCGUGCUGGCCACCGCUACCCCACCUGGCAGCGUGACCACCCCCCACCCCGACAUCGAGGAAGUGGGCCUGGGCAGAGAGGGCGAGAUCCCCUUCUACGGCAGAGCCAUCCCCCUGAGCUGCAUCAAGGGCGGCAGACACCUGAUCUUUUGCCACAGCAAGAAGAAGUGCGACGAGCUGGCCGCUGCCCUGAGAGGCAUGGGCCUGAACGCCGUGGCCUACUACAGAGGCCUGGACGUGUCCAUCAUCCCUGCCCAGGGCGACGUGGUCGUCGUCGCCACCGAUGCCCUGAUGACAGGCUACACCGGCGACUUCGACAGCGUGAUCGACUGCAACGUGGCCGUGACCCAGGCCGUGGACUUCAGCCUGGACCCUACCUUCACCAUCACCACCCAGACCGUGCCACAGGACGCCGUGAGCAGAAGCCAGCGGAGAGGCAGAACAGGCAGAGGCCGGCAGGGCACCUACAGAUACGUGUCCACCGGCGAGAGGGCCAGCGGCAUGUUCGACUCCGUGGUGCUGUGCGAGUGCUACGAUGCCGGCGCUGCUUGGUACGAUCUGACCCCUGCCGAGACAACCGUGCGGCUGCGGGCCUACUUCAACACCCCUGGCCUGCCCGUGUGUCAGGACCACCUGGAAUUCUGGGAGGCCGUGUUCACCGGCCUGACCCACAUCGACGCCCACUUUCUGAGCCAGACCAAGCAGGCAGGGGAGAACUUCGCCUACCUGGUCGCCUAUCAGGCAACAGUGUGCGCCAGAGCCAAAGCCCCUCCCCCUAGCUGGGACGCCAUGUGGAAGUGCCUGGCCAGACUGAAGCCUACCCUGGCCGGACCUACCCCCCUGCUGUACAGACUGGGCCCCAUCACCAACGAAGUGACCCUGACCCACCCCGGCACCAAGUAUAUCGCCACCUGUAUGCAGGCCGACCUGGAAGUGAUGACC
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S2B Figure
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Kazakov, et al., S2C Figure
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