Supplementary Fig. 1. Multiple sequence alignment of the LELCC (Letinula edodes laccase) gene sequences (2,249 bp) of 89
shiitake lines, illustrating locations of the single nucleotide polymorphism polymorphisms identified. R=A or G, Y=C or T,
K=GorT,M=AorC,S=GorC,and W=Aor T.

TCTGGCGGCTGAGCTAGTCTGCCTCGTGTACGGAGCCGAAGTCATCCGCGATACTACAACCTATGGTCAGAC
CGTGAGCGAGAATTTATTCATCGTCAACAAGCAACTCGCCCCAGATGGGTTTCAACGCTCGTAAGTTTACATT
CGCATCTCCATR_SNP1_TCTGTACATTTACATTTTGCAGAACCGTACTCGCTGGGCTCACYCCCTCTACTGGA
TCTTTTCCGGGY CCAYTAATCTCRGGRAATAAGGTCTGCTTTATCCTTATCAGAATAGTTACAATTTCTTTGACC
CTACTGCAAACAGGGS_SNP2_GTCAGATTCAACCTCAACGTCACGGACCAACTTACGGATCCAAGTATGGTT
AGAAGCACCACCGTTGTGGGTATATCCATGTTTAATGAAGAATATCAGTCTAATATAACCTTGTTCGTCAY _SNP
3_TATCAGCACTGGCATGGCCTCTTCCAGAAAACGACCAACTATGCAGAY_SNP4_GGTGTAGCATTTGTTTCT
CAATGCCCCATTGCCGCCAACCATTCGTTCCTCTACGACTTTCAAGTTCCAGATCAAGCRGGCGTACGATATC
TAGTCATTTTCTTTGGAGCAWTTTGTTGATTGACAACGCGATTTATAGACCTTCTGGTATCATTCACACATATCG
GTACAAGTGAGCTTGACGGTGYCTACGATATGACGTTGCTTTGAYCCCCCCGATTTGTATAGTATTGCGATGG
GCTTCGAGGGCCTCTTGTAATTTATGACCCTCAAGATCCGCAGGCCTATCTGTACGACGTCGATGACGGTAAG
TCGCGCGTGSAGRKCTTTTTTTCACKTTTTGATAY TCATTGGCTCCGSTTTTCATTWAGAAACTACCGTGCTTA
CTATTGCCGACTGGTAAGTCCCCGGAAGGTCCTCTRCTYGRACGGTGCTCWCTAAGASTCAACAGGTTTCAC
AACACCAGCACCGAGCTKATCGCAGCCGCGGTTGCTCCCCCTGCCGATGCTACTTTGATTAATGGAAAAGGG
CGCTATCTTGGTGGGGTACGTTTCAACAGGATGAGATTGTTGRCATGCTTTCTAAGATGTTCCCGYTGCATAG
CCCGCTGTTCCTCTCGCGGTCATCAATGTACAACAAGGAAAGCGCTATCGTTTCCGGATGATTTCAATAGCTT
GTGATGCCW_SNP5_ATCACAACTTTTCCATCGACGGTCATAGATTAACAGTCATAGAAGTTGACGGAGAGAAT
CAYGAACCTGCCACAGTCGATAAYATTCAGATCTTCCCTGGCCAGCGCTATTCTTTCGTTYTGRMTGCAACCC
AGCCTGTGGATAACTATTGGGTTCGTGCATTGTCTAGTAGTGGCGTTGGTTTTTCCGGATTTACAGGCGGTCT
CAATTCTGGAATCCTGCGATACCAAGGAGCTCCAGATGCTGATCCGACYACAACTAATTCGACTGGCGTGGTR
_SNP6_TTGACGGAATCGATGCTGCACCCTTTGGAAAATCCGGGAGCACCTGGACTTCCCTTCCCCGGAGGT
GCTGACGAAGTGCTCAATY _SNP7_TGACGCTCGGTTTCAATCTTCCCGCCACATTCTTCATGAACGACACCC
AATACATACCTCCGACTGTTCCAGTY CTTCTACAGATTTTGAGCGGAGCACAGTCRCCTCAAGATTTGTTGCC
GCCAGGCAGTGTATATACCTTGCCGATAAATAAGACTATYGAGATAAACTTYTTCGGAAACGCTACGCCAGGAG
GTCCTCATCCATTCCATCTGCATGGCGTAAGAS_SNP8_TCATTCAGTCCTCATATTGAACTCATATCTGATTGTA
CCTGTAGCACTCATTCGATGTCGTTCGGAGCGCAGATAACACCACTTACAATTATRAGAATCCCGTAAGTTGTA
CCTATGTTGTCCAY_SNP9_CCAAAGCAGTGTCGTGACTTACCAAAATTCAGGTCCGTCGAGATGTGACTTCT
GTAGCTATTGGAAACCAGACAACCATTCGATTTGTCACCGATAATCCTGGCCCTTGGTTTTTGCATTGGTGAG]
CCTGTTTGCTATTTGTGGTATTTCATTCATGCTGAAAAGTTTGCTTCTCW_SNP10_AGCCATATCGACCTTCAT
TTGGAATTGTGAAATCTTSTCTACCTTTACTTTCAGAAATAATTTGYTGACCCRCTTTTTCTAGCGGACTTGCCG
TCGTAATGGCTGAAGCTCCCTCTCTRGTCAAAGCAACTGACGTKACCACTCGTATGTCCAAAGGTTCTAGTCT
TTTCCCGGTACTGACTGAGTCATATGTATGATCCTTTTCAGCTGCTTGGGACGAACTTGTCCCATTACGACAG
CTAG



