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Supplementary Fig. 1. Multiple sequence alignment of the LELCC (Letinula edodes laccase) gene sequences (2,249 bp) of 89
shiitake lines, illustrating locations of the single nucleotide polymorphism polymorphisms identified. R = A or G, Y = C or T,
K = G or T, M = A or C, S = G or C, and W = A or T.


