
0.1

DroMel|FBgn0039019|FBtr0084309

CaeEle|K01G5.2|K01G5.2c|Protein

CaeEle|K08H2.6|K08H2.6|Protein

HomSap|ENSG00000122565|ENST00000337620|chromob

HomSap|ENSG00000094916|ENST00000209875|chromob

HomSap|ENSG00000108468|ENST00000393408|chromob

DroMel|FBgn0037675|FBtr0082016

DroMel|FBgn0003607|FBtr0079635

DroMel|FBgn0030082|FBtr0301805

DroMel|FBgn0004400|FBtr0086897

TetThe|TTHERM 01337400

SelMoe|tblastn LHP1

PicAbi|MA 124480g0010

PhyPat|Pp1s220 98V6.1 repredicted

conifer|protein−GGEA−68229−Cedrus libani

conifer|protein−WVWN−54764−Larix speciosa

lep monilophyte|protein−POPJ−22797−Pteris vitt

lep monilophyte|protein−KJZG−63068−Asplenium p

eu monilophyte|protein−JVSZ−7371−Equisetum hym

AmbTri|evm 27.model.AmTr v1.0 scaffold00011.15

BraDis|Bradi3g24710.1|PACid

SorBic|Sobic.K009100.1.p|PACid

ZeaMay|GRMZM2G117100 T01|PACid

SetIta|Si036395m|PACid

PanVir|Pavirv00008536m|PACid

PanVir|Pavirv00018352m|PACid

OrySat|LOC Os10g17770.1|PACid

AquCoe|Aquca 031 00044.1|PACid

VitVin|GSVIVT01019328001|PACid

MimGut|Migut.N01648.1.p|PACid

MimGut|Migut.O00699O00700 merged

SolTub|PGSC0003DMP400054841|PACid

SolLyc|Solyc10g024470.1.1|PACid

SolLyc|Solyc01g081500.2.1|PACid

SolTub|PGSC0003DMP400054189|PACid

MedTru|AC225519 12.1|PACid

PhaVul|Phvul.010G034600.1|PACid

GlyMax|Glyma03g26285.1|PACid

GlyMax|Glyma16g08860.2|PACid

GlyMax|Glyma03g23260.1|PACid

GlyMax|Glyma06g00400.1|PACid

GlyMax|Glyma04g00340.1|PACid

PhaVul|Phvul.009G117500.1|PACid

MedTru|Medtr3g118260.1|PACid

FraVes|mrna03113.1−v1.0−hybrid|PACid

PruPer|ppa021305m repredicted

CucSat|Cucsa.362610.1|PACid

CucSat|Cucsa.257460.1|PACid

EucGra|Eucgr.E01743.1|PACid

GosRai|Gorai.007G347200.1|PACid

TheCac|Thecc1EG025743t2|PACid

CitSin|orange1.1g042818m|PACid

TheHal|Thhalv10013571m|PACid

BraRap|Bra013958|PACid

BraRap|Bra006417|PACid

BraRap|Bra023629|PACid

AraTha|AT5G17690.1|PACid

AraLyr|862169|PACid

CapRub|Carubv10000932m|PACid

CarPap|evm.model.supercontig 73.30 repredicted

LinUsi|Lus10005669|PACid

LinUsi|Lus10020324|PACid

LinUsi|Lus10013641|PACid

LinUsi|Lus10001338|PACid

RicCom|30148.m001410|PACid

ManEsc|cassava4.1 008090m|PACid

ManEsc|cassava4.1 007891m|PACid

PopTri|Potri.019G044400.1|PACid

PopTri|Potri.013G070400.1|PACid
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Additional file 2. LHP1 gene tree. Only bootstrap values higher than 50 are shown. A. thaliana LHP1 is highlighted in purple.


