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PruPer|ppa009446m repredicted
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GlyMax|Glyma13g37120.2|PACid
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GlyMax|Glyma06g44476.1|PACid
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™ PruPer|ppa009429m repredicted
FraVes |mrnal7739.1-v1.0-hybrid repredicted
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ManEsc|cassava4.1 023570m repredicted
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RicCom|29983.m003157 repredicted
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Additional file 3. Ring1 gene tree. Only bootstrap values higher than 50 are shown. A. thaliana genes are highlighted in
purple.



