Supplementary Table S2. P17 transcripts with wild type and mutant base pairs in
the absence and presence of CCC.

Base pair -CCC +CCC Base pair -CCC +CCC Base pair -CCC +CCC

+1A  1.00 13.85 -9C  1.08 13.29 -18G  0.89 11.24
+1G  1.09 16.22 -9T 1.01 1229 -18C  0.62 1276
+1C 0.70 3.86 -9A 528 21.52 -18A  1.27 13.63

+1T 074 7.60 -10G 035 11.70 -19T  3.11 14.90
-1G 0.60 4.94 -10C  0.21  11.07 -19A 213  14.86
-1A 229 16.64 -10A 067 12.83 -19C 146 15.20
-1T 136 13.86 -11G  0.09 0.30 -20G 1.23 1294
-2G 117 9.56 -11C 0.03 0.17 -20C 151 1345

-2C 115 1249 -11T 0.08 0.32 -20A 1.79 1235

-2A 130 1250 -12G 013 5.18 -21G 098 29.83

-3G 148 1039 -12C 013 4.5 -21C  1.04 36.02
-3C 117 1041 -12A° 0.10 4.34 -21A 115 3414
-3A 1.08 6.87 -13G 149 1539 -22G 1.25 18.24
4G 117 1735 -13T 132 17.20 -22C 115 2846
-4C 124 1293 -13A 129 18.24 -22A 1.01 2153
-4A 145 20.02 -14A 038 6.40 -23G  1.03 2641

-5G 099 1275 -14C 032 3.68 -23A 091 19.53
-5C  0.78 10.86 -14T 032 8.20 -23T 091  24.12
-5T  0.80 13.41 -15G 0.13  4.96 -24G 083 13.70
-6G  0.80 18.11 -15C 033 944 -24A  0.70 25.77
-6C  1.01 19.08 -15A 037 9.96 -24C 077 2157
-6A 1.18 1298 -16G  0.89 17.08 -25G  1.52 26.58
-7G 020 4.03 -16C 047 13.28 -25C 1,65 14.81

-7C 025 332 -16T 0.28 9.57 -25T 153  28.23
-7A 034 6.56 -17G 025 10.56

-8C 374 1195 -17C 045 10.15

-8T 1.29 30.36 -17A 022 7.7

-8A 6.65 21.92




