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Figure S1. A genetic map of the cotton genome developed in 137 plants of the F, population derived
from G. hirsutum accession DH962 and G. hirsutum cultivar Jimian5. Atotal of 1013 loci were mapped
on 50 linkage groups. The locations of 21 QTLs for yield components, 12 QTLs for fiber quality are
shown. Markers showing segregation distortion are indicated by asterisks (*P < 0.05; ** P < 0.01). The

marker development from RAD-seq are underlined, italic, and in bold, other new added markers are

italic, in bold.
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