Table 1 (Supplement). Alignment of cleavage sites (P4P3P2P1 | P1'P2'P3'Py4") from
fourteen BMP1 substrates. Using the DSPP cleavage site as a reference, homologies
between DSPP and each are highlighted in green. The D residue at the P;' position is
conserved in 14 substrates.
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Table 2 (Supplement). Alignment of cleavage sites (P4P3P2P1 | P1'P2'P3'P,4") between
DSPP and prolysyl oxidase. Using the DSPP cleavage site as a reference, homologies
between DSPP and prolysyl oxidase are highlighted in green. Amino acid substitutions
into the P, position of DSP-PP blocked DSP-PP cleavage.
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