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METHODS

Pvclust and bootstrap definitions

Both pvclust and bootstrapping are common measures used to generate
statistical support for clustering of data based on phenotypic/genotypic data.
Pvclust is a hierarchical cluster analysis program. This program is a way to
generate support for the clustering of samples based on the input data. The
program does 100 or 1000 randomizations of the data and will determine the
percentage support for each of the clusters generated. The higher the support
for a cluster, the more robust is the clustering of the samples. Bootstrapping is
also a similar statistical process in which random samples are drawn from the
existing data to see how well the clustering of asthmatic versus nonasthmatic
subjects is supported.

Primers for amplifying the V6 region of bacterial 16s
rDNA

Forward primers. PrimerIF: 5' - GCCTCCCTCGCGCCATCAGA
GCTACAACGCGAAGAACCTTACC - 3', Primer2F: 5’ - GCCTCCCTCGC
GCCATCAGAGACTCAACGCGAAGAACCTTACC - 3/, Primer3F: 5’ - GC
CTCCCTCGCGCCATCAGCTAGACAACGCGAAGAACCTTACC - 3', Pri-
merdF: 5’ - GCCTCCCTCGCGCCATCAGCTGCACAACGCGAAGAACC
TTACC - 3', Primer5F: 5' - GCCTCCCTCGCGCCATCAGTCGACCAACG
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CGAAGAACCTTACC - 3/, Primer6F: 5' - GCCTCCCTCGCGCCATCAGT
CTGACAACGCGAAGAACCTTACC - 3', Primer7F: 5" - GCCTCCCTCGCG
CCATCAGGCATCCAACGCGAAGAACCTTACC - 3', Primer8F: 5’ - GCCTC
CCTCGCGCCATCAGGATACCAACGCGAAGAACCTTACC - 3', Primer9F:
5" - CGTATCGCCTCCCTCGCGCCATCAGTCAGACAACGCGAAGAACCT
TACC - 3', PrimerlOF: 5’ - CGTATCGCCTCCCTCGCGCCATCAGTACGA
CAACGCGAAGAACCTTACC - 3', Primerl1F: 5’ - CGTATCGCCTCCCT
CGCGCCATCAGCTGACCAACGCGAAGAACCTTACC - 3', Primerl2F:
5" - CGTATCGCCTCCCTCGCGCCATCAGCTCGACAACGCGAAGAACCT
TACC - 3, Primer13F: 5" - CGTATCGCCTCCCTCGCGCCATCAGTCACGC
AACGCGAAGAACCTTACC - 3', Primer14F: 5’ - CGTATCGCCTCCCTCGC
GCCATCAGCAGCTCAACGCGAAGAACCTTACC - 3', Primer15F: 5" - CG
TATCGCCTCCCTCGCGCCATCAGCATATCAACGCGAAGAACCTTACC -
3’, Primerl6F: 5" - CGTATCGCCTCCCTCGCGCCATCAGAGCTCCAACG
CGAAGAACCTTACC - 3', Primer17F: 5’ - CGTATCGCCTCCCTCGCGCC
ATCAGAGTACCAACGCGAAGAACCTTACC - 3/, Primer18F: 5" - CGTATC
GCCTCCCTCGCGCCATCAGCTAGCCAACGCGAAGAACCTTACC - 3/,
Primer19F: 5’ - CGTATCGCCTCCCTCGCGCCATCAGGAGCTCAACGCG
AAGAACCTTACC - 3', Primer20F: 5" - CGTATCGCCTCCCTCGCGCCATC
AGGACTACAACGCGAAGAACCTTACC - 3'.

Reverse primer. PrimerR: 5’ - GCCTTGCCAGCCCGCTCAGCG
ACAGCCATGCANCACCT - 3'.
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FIG E1. Rarefaction analysis for samples based on clustering the sequences at 97% identity.
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FIG E2. Hierarchical clustering of samples from atopic asthmatic and nonasthmatic subjects. A7-A70, Sam-
ples from asthmatic patients; C7-C70, samples from nonasthmatic subjects.



