S1 Table. The fifty-six top hits from the high content screening for chemical modulators of GFP-LC3 punctation

Average Parent Hydrogen Hydrogen Polar
PubChem Compound Well EC50 Molecular Atom Bond Bond Lipinsk  Surface Rotatable
SID ID Ref  (microM) SD Cluster Weight Count Donors Acceptors i Score Area ALogP Bonds
UPDDI-

7975488 00086635 H1 0.66 0.21 Cluster 1 14736275 3354 23 1 4 0 81.7 2.59 6
14727439 Oléj|138|32%:5-9 D2 0.98 0.14 Cluster 1 14736275 439.9 30 0 5 0 81.62 492 3
14736275 ng6D42|4:9 B2 0.76 0.39 Cluster 1 14736275 409.5 29 1 4 0 85.61 491 5
14745130 ngg)ggl 11 0.8 0.41 Cluster 2 17408254 280.3 21 1 2 0 49.41 2.9 2
17408254 0351%34 B3 5.29 0.3 Cluster 2 17408254 373.4 26 3 3 0 96.53 2.91 6
17387264 ng7|322|7-2 M2 3.39 1.97 Cluster 3 17507614 352.4 25 1 3 0 68.29 461 7
17507614 0357%2:5-9 J3 5.08 3.1 Cluster 3 17507614 420.5 28 2 4 0 93.73 3.54 11
14724612 08532225 Cc2 0.46 0.2 Cluster 4 14741431 359.2 22 2 2 0 70.14 3.05 5
14733973 08542256 H2 0.23 0.11 Cluster 4 14741431 359.2 22 2 2 0 70.14 3.05 5
14741431 ng3p7%|7-0 G2 0.95 0.39 Cluster 4 14741431 294.4 22 2 2 0 70.14 2.72 5
17386500 ngOPZ%;G F2 0.63 0.33 Cluster 4 14741431 382.4 29 1 4 0 80.38 4.71 6
4260391 035222:)-7 J1 1.53 0.69 Cluster 5 4262411 289.3 20 1 3 0 59.16 3.08 3
4262411 08532?)&1 K1 0.4 0.25 Cluster 5 4262411 283.3 21 1 3 0 59.16 3.02 3
7967417 0851P72|4;7 D3 4.86 1.62 Cluster 5 4262411 371.4 27 1 5 0 77.62 3.82 6
14737096 08532?152 C1 0.41 0.27 Cluster 5 4262411 317.4 22 1 3 0 59.16 3.86 5
24786176 03542250 F4 1.59 111 Cluster 5 4262411 347.4 24 1 4 0 68.39 3.49 7
4246481 0354%3;8 13 2.84 0.23 Cluster 6 4254597 406.4 30 2 4 0 121.1 3.49 9
4254597 0352%213-3 M1 0.1 0.08 Cluster 6 4254597 392.4 29 2 4 0 138.2 2.09 7

865858 0353%%:3-9 02 2.87 0.18 Cluster 7 7975000 479.6 36 1 4 1 69.99 51 7
7975000 0357312;6 L3 4.36 0.91 Cluster 7 7975000 446.5 34 1 3 1 70.66 6.56 6




UPDDI-

24792287 00312614 A4 3.07 2.73 Cluster 8 24805246 391.2 24 81.35 3.42
24805246 0850%255 N3 2.24 1.08 Cluster 8 24805246 346.8 24 81.35 3.32
24808048 0350%225 03 3.76 1.75 Cluster 9 24808160 295.3 22 46.61 2.91
24808160 Ol(-)J?I?ODZ?IS;7 C4 4.68 1.16 Cluster 9 24808160 295.3 22 46.61 2.91
844574 0353%%!3-1 F3 3.34 1.18 Singletons 371.4 26 86.48 3.55
855810 OgEBPlng_g K3 2.86 0.33 Singletons 280.4 20 66.76 1.96
856344 08522227 Al 0.42 0.09 Singletons 353.4 26 112.8 251
856923 0359?3226 G3 0.59 0.24 Singletons 376.4 26 84.94 2.63
3715743 08542?328 E3 3.66 1.56 Singletons 374.9 26 50.8 3.89
4242320 ng4plgg7 A2 2.84 1.08 Singletons 388.4 28 78.38 2.66
4246416 03542223 J2 4.86 0.43 Singletons 320.3 24 52.83 2.85
4248717 ng:;l.glo-(i L1 2.21 0.88 Singletons 386.8 26 64.88 3.11
7968184 0354%2;0 H3 3.67 2.49 Singletons 415.2 26 73.06 4
14722047 ng7%|gl9-5 Bl 15 0.3 Singletons 378.5 28 70.25 4.6
14723293 0356%229 N1 0.82 0.4 Singletons 341.5 24 37.38 4.69
14726587 0356%224 A3 3.67 0.94 Singletons 418.5 30 101.8 3.6
14729169 035631?8-2 El 0.08 0.04 Singletons 446.3 28 109.5 3.45
14730495 OE)JEOPZ[QIZ-G Gl 1.62 0.41 Singletons 415.7 28 49.57 5.98
14731704 0852%226 P2 3.77 1.39 Singletons 349.4 26 94.02 4.15
14733320 08532222 L2 5.6 1.27 Singletons 392.4 27 23.55 4.75
14737900 0356%2;8 P1 0.31 0.28 Singletons 354.5 25 50.69 4.45
14741249 0352%%;1 E2 0.43 0.19 Singletons 474.6 32 74.24 3.72
14741499 OlC-)JSZDSggO o1 2.43 1.23 Singletons 316.4 24 43.6 4.84
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The top hits from the high content screening assay were sorted first based on clusters and then based on the SID number. Listed here are also the compound ID of
the University of Pittsburgh Drug Discovery Institute (UPDDI) and the well reference number for the confirmation study. The molecular weight and the chemical

properties were also listed. SID 855810 (in purple) is brefeldin A. SID 14730495 (in red) is AMDE-1, which is featured in this study.




