Figure S1. Phylogenetic signal for each of 48 study units used in this study. Regression lines reflect best fit line RI = b., +
b.logio(PD + 1), where RI is the relative impact on the host or enemy compared to the most severely affected species in the study, and
PD is the phylogenetic distance from that host to the most severely affected species, in units of millions of years of independent
evolution. See Table S1 for sources and Table S2 for coefficients and statistics. Figures are grouped by Type of Interaction and
impacted partner: S1A. Herbivore Impacts on Host Plants, S1B. Pathogen Impacts on Host Plants, S1C. Plant Impacts on Herbivore

Behavior, and S1D. Plant Effects on Herbivore or Pathogen Development.
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Figure 1A. Herbivore Impacts on Host Plants
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Figure 1B. Pathogen Impacts on Host Plants
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Figure S1C. Plant Impacts on Herbivore Behavior
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Figure S1D. Plant Effects on Herbivore or Pathogen Development

Colias philodice eriphyle

9a pupal weight

Colias philodice eriphyle
9b development time

Spodoptera ornithogalli
12c proportion larval mass gain

Spodoptera ornithogalli

12d proportion larval mass gain

° 10 o 1.0 10 4o
o ° o
< o ———_ 0s 08 °
° 3 ° I 8 - %
£ 06 £ o6 3 £ os 8
2 2 S 8 g
£ 04 £ 04 o ° o £ 04 o
e e e
0.2 - 0.2 0.2 o
0.0 0.0 0.0 8
T T T T T T T T T T T T T T T T T T T T T T T T T T T T
0 50 100 150 200 250 300 0 50 100 150 200 250 300 0 50 100 150 200 250 300 0 50 100 150 200 250 300
Trichoplusia ni Trichoplusia ni Drosophila suzukii Drosophila suzukii
12e proportion larval mass gain 12f proportion larval mass gain 35a adult female mass 35b fly development time
1.0 - 1.0 ° 1.0
H\Te__ Moﬁ
- 08 . 08 ° . 08
o ° £ 06 ° o £ 06 £ 06
° e e 2 2
° £ 04 £ 04 £ 04
8 e g g
° 0.2 - 9 0.2 0.2
o
0.0 ° 00 00
T T T T T T T T T T T T T T T T T T T T T T T T T T T T
0 50 100 150 200 250 300 0 50 100 150 200 250 300 0 50 100 150 200 250 300 0 50 100 150 200 250 300
Drosophila suzukii Phylogenetic distance (Ma) Phytophthora ramorum Phylogenetic distance (Ma)
35e percent emerging 32h sporangia production
1.0
° Plant effects 5 08 Plant effects
o b
. £ 06 o
on herbivore on pathogen
3 2
develoom
. development evelopment
o 0.0 o
T T T T T T T T T T T T T T
0 50 100 150 200 250 300 0 50 100 150 200 250 300

Phylogenetic distance (Ma)

Phylogenetic distance (Ma)



	S1_Fig
	S1_FigB
	S1_FigC
	S1_FigD

