S1 Appendix. Alignment of miRNA clusters.

csi — C. sinensis, egr — E. granulosus, emu — E. multilocularis, gsa — G. salaris, hmi — H. microstoma, sja — S. japonicum, sma — S. mansoni, sme — S.
mediterranea, tso — T. solium, sec. struc. — secondary structure. Mature miRNA sequences are in bold type and underlined. Clusters of S. mediterranea
were obtained from contigs:

297 (gi|124128508|gb|AAWT01093310.1|) (- strand)

1403 (gi|124163860|gh|AA WT01057958.1|) (+ strand) (locus 1)

5146 (gi|124196975|gh|AA WT01024843.1|) (+ strand) (locus 2)

2151 (gi[124194162|gh|AA WT01027656.1]) (+ strand)

Cluster of C. sinensis was obtained from contig 2339 (gi|353340623|dbj|BADR02002339.1|) (- strand)

Cluster of S. mansoni was obtained from chromosome W (gi|360043576|emb|HE601631.1|) (+ strand)

Cluster of S. japonicum was obtained from contig S000054 (gi|227129020|emb|FN331028.1]) (- strand)

Cluster of H. microstoma was obtained from contig 370001 (gi|528309775|emb|CBLW010002354.1|) (+ strand)
Cluster of E. granulosus was obtained from contig 0003137 (gi|528307253|emb|CBLN010000400.1|) (- strand)
Cluster of E. multilocularis was obtained from contig 007728 (gi|528775369|emb|CBL0010002090.1|) (- strand)
Cluster of T . solium was obtained from contig 01703 (pathogen_TSM_contig_01703) (+ strand)

Cluster of G. salaris was obtained from scaffold 7180006951238 | 32618 C_75.085 gc_34.438 (+ strand)



miRNA name

sec. struc.

sme miR-71c/2c

sme miR-7la-1/2a-1 11
sme miR-7la-1/2a-1 12
sme miR-7la2/2a2

gsa miR-7la/2a

csi miR-7la/2a/2b/2e
sja_miR-71la/2a/2b/2e
sma miR-71la/2a/2b/2e
egr miR-71a/2c/2b

emu miR-7la/2c/2b

tso miR-7la/2c/2b

hmi miR-7la/2c/2b
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gsa_miR-7la/2a

csi miR-71la/2a/2b/2e
sja miR-71la/2a/2b/2e
sma_miR-71la/2a/2b/2e
egr miR-7la/2c/2b
emu_miR-71la/2c/2b

tso miR-7la/2c/2b

hmi miR-7la/2c/2b

miRNA name
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sme miR-71lc/2c

sme miR-7la-1/2a-1 11
sme miR-7la-1/2a-1 12
sme miR-7la2/2a2
gsa_miR-7la/2a

csi miR-71la/2a/2b/2e
sja_miR-71la/2a/2b/2e
sma_miR-71la/2a/2b/2e
egr miR-7la/2c/2b

emu miR-7la/2c/2b

tso miR-7la/2c/2b

hmi miR-7la/2c/2b
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Clusters of S. mediterranea were obtained from contig 1374 (gi|124182360|gb/AAWTO01039458.1|) (- strand)
Cluster of C. sinensis was obtained from contig 2957 (gi|353340005|dbj] BADR02002957.1]) (+ strand)
Cluster of S. mansoni was obtained from chromosome 5 (g1|350645965|emb|CABG01000032.1]) (- strand)
Cluster of S. japonicum was obtained from contig S000102 (gi|227129067|emb|FN331075.1|) (+ strand)

Cluster of G. salaris was obtained from scaffold 7180006953439 1 202915 C 79.960 gc 34.778 (- strand)

miRNA name
sec. struc.

sme miR-71b/2d/752/13 TTTTCGCT TTTCIlTTTCTT-TCTRTH-TH-—----- THTGCElTTTTRTCTTCTCRT TlGCHTTTTGTTGT 86

gsa_miR-71b/2c/2a/2d TTGCTTHT cCll---BrTclrccTcClTECTE-CTCCCcCRTT iele ifeclehiiely B e jelclciolole 89

csi_miR-71b/2£/2d/2c CTGETC-- CBTGTCGCCRTTETGTGTCTGTCG---TTGTTTTGGTCCCTCTTGT-—-CTGCCHCTTTTT 90

sja miR-71b/2f/2d/2c THGTTTT] THTETEGTCBTTGC TGGCGTEcCPTTCETGTECETCTGC---TTGCTGETCTGTCT 90

sma_miR-71b/2f/2d/2c rCljTTTTT THTETRGGC-TTCTT TGGC CTGET TGCGCCHTET---CCCTTEETCTETCTRET---- 90
* * * * * Kk *

miRNA name 71b
sec. struc. N
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sme miR-71b/2d/752/13 GRTTCHETHCT-CIT ---THTCTE CTTGTC--CTTCTEATGTEGTTTTTC 178
gsa miR-71b/2c/2a/2d --—-CGATGATHGT GTGARAGACTTGCGTAGTGAGACGCTC——-——- TARAT---GTGCHAT-- TCTTCTHTC 174
csi miR-71b/2f/2d/2c ----CCBTG-TGIC T----TTGCT--CHTGGATTC CCTCHTHECT 178
sja miR-71b/2£/2d/2c ----CCGTT-TIGCT TBEGCGTTGTTGTCTGCGGTTC CCTCHETHCT 184
sma_miR-71b/2£f/2d/2c -—--CCEGIT-TGCCHT CBGCGTGGETT-TTTTCCCTITC CCTCHTHCT 183

* * * * * % * % * * Kk Kk k
miRNA name 2c(gsa) /2d(sme) /2f (trematodes)
sec. struc. e (e . c.mm——— . N T e N A e D DI -))
sme miR-71b/2d/752/13 CEATC CETTTTGCCTCTT CHATCATTRTTTCGRCTGTCCRTHEGATAT TGCTRACHET ----- T 267
gsa_miR-71b/2c/2a/2d CGTHEC TTCTICC ) CATTAATCATTGGCTGC-—- - AAATRATCTAAGTAGC——— - CRAAR-—————————- T 252
csi miR-71b/2£/2d/2c TGC TGCT---TGAT TATTGATT-CTGGCTG-———— T 266
sja_miR-71b/2£f/2d/2c TEACC TGCTGCHCGAT TGTTGATT-CTGGCTG-----AGTTCGTGGCHGGH------ T 269
sma_miR-71b/2£/2d/2c TEACC TGCTGCHCGAT TGTTGATT-CTGGCTG-———— T 274

* * * * *
miRNA name 2c(gsa)/2d (sme) /2f (trematodes)
sec. struc. ) . L)))) Ll ). . e, .
sme miR-71b/2d/752/13 CCic-------—----- TTETCTEAT TTCREAACCTCClll------- 348
gsa_miR-71b/2c/2a/2d T cTlc-----——--—————- TCCCHTCTE-TT 331
csi miR-71b/2f/2d/2c T CHTCTHEGCETCTCITT TGCCRGCHC-C 359
sja_miR-71b/2£f/2d/2c T CTTCTAR--——--————— TGCCBCcCGCCl-cC 352
sma_miR-71b/2£f/2d/2c T] CTTCTRH--—----—--—-- TGTEACCcGCGH-CC 357

Kk kkkk Kk kKK * Kk kk Kk * * % * * * kK * Kk ok kK
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