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  Sa Sb      Sa Sb     Sa’ Sb’ 
pA1 a1 b1   a1/A b1/B   RA1=(a1/A+b1/B)/2   a1’ b1’ 
pA2 a2 b2   a2/A b2/B   RA2=(a2/A+b2/B)/2   a2’ b2’ 
Total A B 1 1 1 A B 
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Relative Expression Difference (RED) of APA isoforms = Log2((a1/a2)/(b1/b2)) 
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FDR = (#{|Ze| > Zc} / m) / #{|Zo| > Zc} 

Expected value Ze 
(n × m) 

Q-value for isoform pair x = FDR when Zc = |Zox|  


