Figure S7

A

gg siCF1-68 siPABPN1 siPABPC1 siFip1 siPcf11
8 {r=074 r=037 1r=039 {r=0.70 ( r=0.71

X 2 . 1 , 1 ° I

o8 ‘

[Ty

5

g0
< (7]

=
£
5%
QN -4 0 4 -4 0 4 -4 0 4 -4 0 4
[ ™

RED (distal pA vs. proximal pA, 48 hr KD vs. siCtrl, total RNA)

o Genes with significant APA in both samples
o Other genes

100% A E

m Le Le Sh, 3UTR shortened
m Sh Le Le, 3'UTR lengthened

and 32 hr KDs

Percent of genes with 3’'UTR-
APA regulation in both 48 hr




