
S2 Figure: Comparison of site frequency spectrum at 202 Nelson et al genes vs. all other 
REFSEQ genes.
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Comparison of the full site frequency spectrum (all MAF) at Nelson et al genes vs. other REFSEQ genes:

Comparison of low frequency SFS (MAF<1% only) at Nelson et al genes vs. other REFSEQ genes:
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All other genes QQ plot
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