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& Group identifiers are from OrthoDB 6 (http://cegg.unige.ch/orthodb6).

® Unless otherwise specified, gene names are taken from the A. mellifera or D. melanogaster orthologs.
¢ Maximum likelihod estimate across all sites and branches.

4 Tree length in synonymous substitutions per synonymous sites.

The 30 slowest evolving genes on the 5 taxa tree as determined by the MO model
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