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Supplementary Figure 1. SHAPES reactivity values from the NPIA selected sample shown on the E. coli 16S 
rRNA secondary structure. White positions corresponds to no data.  
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Supplementary Table 1. Oligonucleotides used in the study  
Oligonucleotide name Oligonucleotide sequence (5-' to 3'-direction) 
RT_structure_cassette AGACGTGTGCTCTTCCGATCTGAACCGGACCGAAGCCCG  

RT_random_primer AGACGTGTGCTCTTCCGATCTNNNNNNNNS 
Ligation_adapter PHO-AGATCGGAAGAGCGTCGTGTAGGGAAAGAGTGT-3NHC3 
PCR_forward AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCT 

PCR_reverse_index.1 CAAGCAGAAGACGGCATACGAGATCGTGATGTGACTGGAGTTCAGACGTGT
GCTCTTCCGATCT 

PCR_reverse_index.2 CAAGCAGAAGACGGCATACGAGATACATCGGTGACTGGAGTTCAGACGTGT
GCTCTTCCGATCT 

PCR_reverse_index.5 CAAGCAGAAGACGGCATACGAGATCACTGTGTGACTGGAGTTCAGACGTGT
GCTCTTCCGATCT 

PCR_reverse_index.6 CAAGCAGAAGACGGCATACGAGATATTGGCGTGACTGGAGTTCAGACGTGT
GCTCTTCCGATCT 

PCR_reverse_index.11 CAAGCAGAAGACGGCATACGAGATGTAGCCGTGACTGGAGTTCAGACGTGT
GCTCTTCCGATCT 

PCR_reverse_index.12 CAAGCAGAAGACGGCATACGAGATTACAAGGTGACTGGAGTTCAGACGTGT
GCTCTTCCGATCT 

PCR_reverse_index.14 CAAGCAGAAGACGGCATACGAGATGGAACTGTGACTGGAGTTCAGACGTGT
GCTCTTCCGATCT 

PCR_reverse_index.15 CAAGCAGAAGACGGCATACGAGATTGACATGTGACTGGAGTTCAGACGTGT
GCTCTTCCGATCT 
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