Supplementary Data

B.HXB2 RPWSTQLI.LllGSUEEEWIRS\"NFTM'ITI\QLNTSVEINCTRPMTRKRIHQRGNWIG KIMQMCNISRN{INNTLHQIASKLREQFGNNKTIIFH@ SGOOPEIVTHSFNCGGEFFYCNSTQLFNSTWFNSTWSTEGSNNTE 409
ervassSiie SO H== RLLYLTLELLDT . al e QovvvnnadVE couu N=atss V.TH.=..... .”M ND----, .K.5G., 401
¥ i ReGANRG=CL LG .

:.v ss' K. qvxq‘c.'rr KooV
. K

“,.DAN-GNCT.CBESD 419
-N--=--TSMSGS5NT 412
R.YMAN--. .DMA.S.. 392
«oINS====_VMV.D.D 410

-Q..FAT.DL. .
Q. YAT.QV..
..QT.FAT.DI..

B.HXB2 GSD--TITLPCRIKQIImKVGKﬂM\"APPISGQIRCSSNITGLLLTRMGN---SNN--ESEIFRPGSGWSELYKYMKIEPLGVAP’TKN{RRWQREKRAVG TGALFLGFLGAAGSTMGAASMTLTVQARQLLSGIVQQONNLLRAIEA 561

BJRCSF  N.—-L.I........ BN ... k... --NES--.1. 553
: N-TTT.GTQT. ’ B A P P . 554
: \oP---EDD--KT.V.... .00 Whitininineansnearesnenibons . 558
: < K---DT.--GT. ... : . 548
: . 558

B. 562

S ST B, SRR 557

C.5F162 i B R . 1 SRS cern. 552

B.PVD.4 KeToooooo. S0 BN--NT.---- .0, . BEEEER. . ....... s BB R R L TR e T pe e T e s

A.KMHL144 ETN-D....Q...... SLRT.O.I.....0¥...E....... . NEEKN. 7. .. 0. O [ (0000 i e R e

B.CHSOST/F THNSTR. .. TH. ... vohon Bl Reven s AN T T e =G =N T BB BV R B MV T Se K

C.X1936  N--=S..covevswes il G R oo o ANGT.NLS, L TLEEH. BEG-NGTD--KT. . B ARRERRE. ..o oo v i BuKin LB iBnnnnnimna NN Sanen,

B.HXB2 QQHLLQLTWGIKQI.QARILﬂ\fER\"I.KDQQLLGMSGKLICH&VMSWSHSLEQIMTTVMEMEIMTSI.IHSLIEESQIQQEKNEQEI.I.ELDmSLMFNITNWLH‘(IKLFIHIV‘GGL\'GLRIVFAVLSIW
B.JRCSF B I [T TR TP u | NP RGN I | PP SO PR, | ) PR SRR T o SN S N SO e
S . - PETTTTTNPINN. PO P YKE ENMHIQ E... ...GI YE T —— 1 D HS N -
R K

S3RNS¥IFBIEES 5%%

SUPPLEMENTARY FIG. S1. HIV envelope alignment. Amino acid sequence alignment of outerdomain of HIV-1
envelopes. Membrane external proximal region (MPER) is noted; CAP205-CH12 MAD sensitive MPER residues'” are
highlighted in yellow. CD4 contact sites and CD4 binding loop are highlighted in orange. Red lines indicate CH103 MAb
and CH505 T/F contact residues.



