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P-value FDR ¢-value
154E-9 4.98E-6
161E-8 2.59E-5
1.63E-8 1.75E-5
2.06E-8 1.66E-5
4.1E-8 2.65E-5
117E-7 6.32E-5
2.03E-7 9.37E-5
3.15e-7 127E-4
5.04E-7 1.81E-4
7.85E-7 2.53E-4
1.04E-6 3.05E-4
1.29-6 3.46E-4
24E-6 5.96E-4
2.47E-6 5.7E-4
2.78E-6 6E-4
6.04E-4 6.5E-2
6.73E-4 7.02E-2
8.1E-4 8.17E-2
8.97E-4 8.78E-2
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