
 
 

S11 Table. Bacterial strains and plasmids used in this study. 

Strain/Plasmid Relevant Characteristics Source or reference 

S. meliloti   

Rm2011 Nxr, Smr, expR-; Sm resistant derivative of S. meliloti SU47. Referred to as wild type 
in this study. 

[90] 

2011ecpR1 ecpR1 deletion mutant This work 

2011Pσ70ecpR1 2011 carrying changes in the ecpR1 σ70-dependent promoter -10 region This work 

2011rpoN::Tn5 2011 carrying a mini-Tn5 inserted in rpoN Kmr [91] 

2011mcherry 2011 labeled with mCherry by a single chromosomal integration of pKOSm This work 

2011egfp 2011 labeled with egpf by a single chromosomal integration of pKOSe This work 

2011ecpR1 egfp 2011ecpR1 labeled with egpf by a single chromosomal integration of pKOSe This work 

2011relA relA deletion mutant [38] 

Sm2B6015 Rm2011 visN mutant [42] 

gcrA -eGFP  2011 carrying the fusion protein GcrA-EGFP [46] 

2011gcrA-PlacgcrA gcrA deletion mutant carrying PlacgcrA This work 

2011hfq hfq insertion mutant, Gmr [92] 

Rm4011 2011 derivative strain, expR/sinI double mutant. Nxr, Smr  [81] 

4011ecpR1 ecpR1 deletion mutant This work 

4011ecpR1 rne675 2011 carrying pK18mobII inserted in the 675th codon of rne, Kmr [59] 

S. medicae WSM419 Acidt , sardinian isolate; Nxr, Cmr [93] 

S.fredii NGR234 Broad-host-range bacterium isolated from Lablab purpureus, Rfr [94] 

A. tumefaciens C58 Wild-type, isolated from a cherry tree (Prunus) tumor Nxr [95] 

A. radiobacter ATCC19358T A. radiobacter type strain, isolated from soil. Nxr [96] 

R. etli CFN42T R. etli type strain, isolated from Phaseolus Nxr, Smr [97] 

R. tropici CIAT899T R. tropici type strain, isolated from P. vulgaris. Smr [98] 

E. coli   

DH5α F– endA1 supE44 thi-1l-recA1 gyrA96 relA1 deoRD(lacZYA-argF)U169 [99] 

S17-1 E. coli 294 Thi RP4-2-Tc::Mu-Km::Tn7 integrated into the chromosome [100] 

Plasmids   

pPHUtrap pPHU231 containing sinI 5´UTR fused to egfp, Tcr Matthew McIntosh 

pPecpR1_5’1-204 pPHUtrap with ecpR1 promoter-egfp transcriptional fusion of the whole IGR This work 

pPecpR1_5’1 pPHUtrap with ecpR1 promoter-egfp transcriptional fusion  until 1st 5'-end This work 

pPecpR1_5’2 pPHUtrap with ecpR1 promoter-egfp transcriptional fusion until 2nd 5'-end This work 

pPecpR1_5’2-Pσ70 pTSS2-egfp carrying changes in the σ70-dependent promoter -10 region This work 

pK18mobsacB Suicide plasmid in S. meliloti, sacB, oriV, Kmr [80] 

pKdelecpR1 pK18mobsacB with ecpR1 flanking regions for geneSOEing This work 

pKPσ70ecpR1 
pK18mobsacB with ecpR1 locus region carrying changes in the σ70-dependent 

promoter -10 region for double recombination 
This work 

pKdelgcrA pK18mobsacB with gcrA flanking regions for geneSOEing This work 

pK18mobII  Suicide vector; mob lacZ Kmr [101] 

pKOSm pK18mobII with PT5:mCherry cassette fused to recG Oliver Schauer 

pKOSe pK18mobII with PT5:egfp cassette fused to recG Pornsri Charoenpanich 

pK18insgcrA300 pK18mobII carrying an internal fragment of gcrA, nt 4–297; Kmr This work 

pSRKKm  pBBR1MCS-2 derivative with a Plac promoter, lacIq, lacZa+, Kmr [102] 

           pRelSm pSRKm carrying the RelSm coding sequence [38] 

           pSRKKm divK pSRKKm carrying the divK coding sequence [32] 

pSKControl+ pSRKKm carrying the smel812 coding sequence fused to sinR-PsinI This work 

pSKEcpR1+ pSRKKm carrying the ecpR1 coding sequence starting from 5’1 fused to sinR-PsinI This work 

pSKEcpR15´2
+ pSRKKm carrying the ecpR1 coding sequence starting from 5’2 fused to sinR-PsinI This work 

pSKEcpR1-1+ pSKEcpR1+ carrying 1 nt change in the first conserved loop This work 

pSKEcpR1-2+ pSKEcpR1+ carrying 2 nt changes in the first conserved loop This work 



 
 

pSKEcpR1-3+ pSKEcpR1+ carrying 3 nt changes in the first conserved loop This work 

pSRKGm  pBBR1MCS-2 derivative with a Plac promoter, lacIq, lacZa+, Gmr [102] 

           PlacgcrA pSRKGm carrying the gcrASm coding sequence This work 

pSGControl+ pSRKGm with smel812 coding sequence fused to sinR-PsinI Jan Philip Schlüter 

pSGEcpR1+ pSRKGm with the ecpR1 coding sequence fused to sinR-PsinI Lars-Ole Loehr 

pWBT pSRKGm carrying the T5 promoter sequence downstream the lac promoter Matthew McIntosh 

pWBTpleD pWBT carrying the pleDSm coding sequence Simon Schäper 

pR_EGFP Reporter fusion plasmid for cloning of sRNA targets, Tcr, Apr [44] 

          pgcrA-122+3-egfp pR_EGFP expressing the gcrA::egfp translational fusion from TSS (-130) This work 

pPgcrA-122+3-egfp 
pR_EGFP expressing the gcrA::egfp translational fusion from its own promoter (-

223, relative to the AUG) 
This work 

pdnaA-17+30-egfp pR_EGFP expressing the dnaA::egfp translational fusion from TSS1 This work 

pdnaA-56+30-egfp pR_EGFP expressing the dnaA::egfp translational fusion from TSS2 This work 

pdnaA-70+30-egfp pR_EGFP expressing the dnaA::egfp translational fusion from TSS3 This work 

pdnaA-154+30-egfp pR_EGFP expressing the dnaA::egfp translational fusion from -154 This work 

pdnaA-198+30-egfp pR_EGFP expressing the full dnaA::egfp translational fusion from putTSS4 This work 

pdnaA-198+162-egfp pR_EGFP expressing the full dnaA::egfp translational fusion to +162 This work 

pctrA-26+93-egfp pR_EGFP expressing the ctrA::egfp translational fusion from TSS1 This work 

pctrA-69+93-egfp pR_EGFP expressing the ctrA::egfp translational fusion from TSS2 This work 

pminD-105+3-egfp pR_EGFP expressing the minD::egfp translational fusion This work 

ppleC-153+132-egfp pR_EGFP expressing the pleC::egfp translational fusion This work 

pftsZ-99+108-egfp pR_EGFP expressing the ftsZ::egfp translational fusion This work 

pdivJ-112+126-egfp pR_EGFP expressing the divJ::egfp translational fusion This work 

pSMc00888-235+57-egfp pR_EGFP expressing the SMc00888::egfp translational fusion This work 

pdivK-85+45-egfp pR_EGFP expressing the divK::egfp translational  This work 

pgcrA-BS-egfp pgcrA-122+3-egfp carrying 2 nt compensatory changes in ecpR1 interaction region This work 

pgcrA-ATT-egfp pgcrA-122+3-egfp carrying 3 nt changes in ecpR1 interaction region This work 

          pdnaA-154+162-egfp pR_EGFP expressing the dnaA::egfp translational fusion from -154 to +162 This work 

          pdnaA-154+162-BS5-egfp pdnaA-154+162-egfp carrying 5 nt changes in ecpR1 predicted binding site 5 This work 

pdnaA-56+30-BS4-egfp pdnaA-56+30-egfp carrying 5 nt changes in ecpR1  binding site 4 This work 

pdnaA-56+30-BS3egfp pdnaA-56+30-egfp carrying 3 nt changes in ecpR1  binding site 3 This work 

pdnaA-56+30-BS3+4-egfp pdnaA-56+30-egfp carrying 8 nt changes in ecpR1 binding sites 3 and 4 This work 

pdnaA-154+162-BS3+4-egfp pdnaA-154+162-egfp carrying 8 nt changes in ecpR1 binding sites 3 and 4 This work 

pdnaA-BSs-egfp pdnaA-56+30-egfp carrying 3 nt compensatory changes in ecpR1 binding sites 3 and 4 This work 
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