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Figure S2 | (A-E) LC-ESI-MS analysis of mixed MBP hydrolyzates by various proteasomes (BALB/c – SJL and BALB/c – EAE SJL in pairs in 
different molar ratio). Please note that BALB/c samples were obtained in H2

18O. (F) MS-MS spectra of the ENPVVHFF peptide with 16O2/18O2 atoms 
on its C-terminus incorporated during proteasomal hydrolysis.


