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S1 Fig. Qualitative and quantitative coverage plots of small RNA deep sequencing reads mapping to the CyHV-3 genome
(SegMap output). Reads from CyHV-3 H361 and NO76 isolates are displayed on upper and lower data tracks respectively. ORFs and

polyA signals are also shown along the bottom of the figure. Features on the forward strand are indicated in red and those on the
reverse strand in blue



