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Figure S2. No significant difference in pluripotency-associated gene expression 

was observed between MEG3-ON and MEG3-OFF hESCs.  

(A) No significant differences in pluripotency-related gene expression were found 

based on Gene Set Enrichment Analysis (GSEA).  

(B) No significant differences in pluripotency-related gene expression were found 

based on “PluriTest”. Samples A-D consisted of MEG3-ON undifferentiated hESCs, 

sample E consisted of MEG3-ON hESC-differentiated EBs, and samples F-L 

consisted of undifferentiated MEG3-OFF hESCs. Samples A-J were derived from the 

NTU1 hESC line; samples K-L were derived from the H9 hESC line. The area 

between the red lines indicates the range containing approximately 95 percent of the 

tested pluripotent samples. The blue lines indicate the scores observed in 

approximately 95 percent of the non-pluripotent samples from other studies. 

	  


