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Figure S5. Hit Rates in top docked conformations ranked by DockRank and ClusPro
scoring functions on the ClusPro2-BM3_31 decoy set. The average Hit Rates of scoring
functions over all cases are shown in the table. The Hit Rates of DockRank’s scoring function
supplied with actual partner-specific interface residues (labeled as “PS-Act Int”, stems) are
plotted to define the upper bound of the performance of DockRank’s scoring function.



