
Supplemental Table1: Strains used in this study 

Name Genotype Source 

SC5314 Wild-type prototrophic Candida albicans (1) 

BWP17 MTLa/α ura3∆::λimm434/ura3∆::λimm434  
his1∆::hisG/his1∆::hisG arg4∆::hisG/arg4∆::hisG 

(2) 

yLM255 
 

Encodes CycC(Ssn8)-HF 
 MTLa/α ura3∆::λimm434/ura3∆::λimm434  
his1∆::hisG/his1∆::hisG arg4∆::hisG/arg4∆::hisG 
SSN8::SSN8-6XHis-3XFLAG-HIS1/ SSN8::SSN8-
6XHis-3XFLAG-ARG4 

This study 

yLM256 MTLa/α ura3∆::λimm434/ura3∆::λimm434  
his1∆::hisG/his1∆::hisG arg4∆::hisG/arg4∆::hisG 
SSN3::SSN3-6XHis-3XFLAG-HIS1/ SSN3::SSN3-
6XHis-3XFLAG-SAT1 

This study 

cTTR03 MTLa/αura3∆::λimm434/ura3∆::λimm434  
his1∆::hisG/his1∆::hisG arg4∆::hisG/arg4∆::hisG 
MED8::MED8-6XHis-3XFLAG-SAT1/ 
MED8::MED8-6XHis-3XFLAG-HIS1 
MED3/MED3::MED3-3XHA-ARG4 

(3) 

AZC52 arg4/arg4 leu2/leu2 his1 /his1URA3/ura3 ::imm434 
IRO1/iro1 ::imm434 med12Δ::HIS1/med12Δ::LEU2 

(3) 

yLM257 arg4/arg4 leu2/leu2 his1 /his1URA3/ura3 ::imm434 
IRO1/iro1 ::imm434 med12Δ::HIS1/med12Δ::LEU2 
MED8::MED8-6XHis-3XFLAG-SAT1/ 
MED8::MED8-6XHis-3XFLAG-ARG4 

This study 

cTTR01 arg4/arg4 leu2/leu2 his1 /his1URA3/ura3 ::imm434 
IRO1/iro1 ::imm434 med15Δ::HIS1/med15Δ::LEU2 

(3) 

yLM258 arg4/arg4 leu2/leu2 his1 /his1URA3/ura3 ::imm434 
IRO1/iro1 ::imm434 med15Δ::HIS1/med15Δ::LEU2 
MED8/MED8::MED8-6XHis-3XFLAG-SAT1 
MED3/MED3-3HA-HIS1 

This study 

AZC63 arg4/arg4 leu2/leu2 his1 /his1URA3/ura3 ::imm434 
IRO1/iro1 ::imm434 med9Δ::HIS1/med9Δ::LEU2 

(3) 

yLM259 arg4/arg4 leu2/leu2 his1 /his1URA3/ura3 ::imm434 
IRO1/iro1 ::imm434 med9Δ::HIS1/med9Δ::LEU2 
MED8::MED8-6XHis-3XFLAG-SAT1/ 
MED8::MED8-6XHis-3XFLAG-ARG4 

This study 

SN913 ssn3Δ::C.m.LEU2/ssn3Δ::C.d.HIS1 his1Δ/his1Δ (4) 
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arg4Δ/arg4Δ leu2Δ/leu2Δ ura3Δ/URA iro1Δ/IRO1 

yLM260 ssn3Δ::C.m.LEU2/ssn3Δ::C.d.HIS1 his1Δ/his1Δ 
arg4Δ/arg4Δ leu2Δ/leu2Δ ura3Δ/URA iro1Δ/IRO1 
MED8/MED8::MED8-6XHis-3XFLAG-SAT1 

This study 


