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Figure S4. Additional examples of mutants that do not affect drug interactions. As Fig. 2A-F, for

various mutants and drug pairs: (A-D) chloramphenicol-tetracycline, (E-H) trimethoprim-mecillinam, (I-

L) chloramphenicol-nitrofurantoin, (M-P) tetracycline-ciprofloxacin, (Q-T) chloramphenicol-

trimethoprim.





