
 



 

Figure S5. Growth rates of genome-wide deletion mutants under drug combinations and deviation 

from expected growth rates for all drug pairs. Scatterplots of measured growth rates of gene deletion 

mutants under drug combinations and constituent drugs as in Fig. 1F (left panels), and comparison of 

expected and observed growth rates as in Fig. 2D (right panels) for chloramphenicol-tetracycline (A), 

chloramphenicol-trimethoprim (B), ciprofloxacin-tetracycline (C), trimethoprim-mecillinam (D), 

tetracycline-trimethoprim (E), and chloramphenicol-nitrofurantoin (F). For ciprofloxacin-tetracycline and 

trimethoprim-tetracycline, the data points in the right panels are slightly but systematically off the 

diagonal because of small differences in drug concentration between the combination and individual drug 

measurements; these occurred because the individual and combined drug conditions had to be prepared on 

different days. To adjust the shown 95% confidence intervals for this effect the slope of the magenta lines 

was slightly increased for these two drug pairs.  




