Ordered
Uniprot Locus Protein
NO. Names Domains AA MW (ED)

QOKRD2 VC1710 EAL 818 92
QOEVES Vo137 EAL 132 51
QOENE4 VCAQ101 EAL 518 59
Q9K5P5 VCiz211 EAL 704 79
QBKRP4 VC1592 EAL 284 32
Q9KQZ6 VC1851 EAL HDOD 104 16
QIEMVE VCAQ210 HD-GYP 522 60
QOEPMT VC£2340 HD-GYP 384 14
QOKSB1 VC1348 HD-GYP 141 19
QOEU35 VC0694 GAF 338 61
Q9KSG1 VC€1295 HD-GYP 192 55
Q9KL18 VCA0931 HD-GYP 160 51
QOKPT78 V2497 HD-GYP 417 17
Q9ESV4 VC1152 HDOD i 33
QOEUTO VCOE53 EAL 684 78
Q9EM33 CA0536 EAL 288 32 ¢
QOKEMO \C' 083 EAL 238 27 b
QOEUW1 VC0398 EAL 673 78
QOEUE3 VL0515 EAL HDOD 110 47
Q9KL33 VCAD893 HD-GYP 981 112
QOELE4 VCAQ802  Phosphodiest 637 71 *
QOENYO VC2600  Phosphodiest 622 72
QOKM78 VCA0510 | Phosphodiest 868 110
Q9KRFS VC1687 DHH 301 33
QOET24 VCiosl HD-GYP 380 13
QOKT18 VC1086 EAL 336 61 *
HIL1Q6 VC1652 EAL 584 65
QOEUES VC0658 EAL 683 77
QOKRT9 VCi641 EAL 257 29
QOKLR1 VCAO681 HD-GYP 131 19 *
QOEVRT VCo072 EAL 768 88
QOEQR4 VC1934 EAL 635 76
QIEND1 VCAQ163 GAF 710 81
QOEN8S VCAQOBO EAL 607 70
QOENI8 VC2750 EAL 849 95
QOELFS VCAQT783 EAL GAF 627 71
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Figure S2 Identification of cGAMP PDEs
IRF3 activation.

of V. cholerae (V-cGAPs) that inhibit DncV-induced

(A) Summary of PDE candidates tested in this study and indicated detailed information. (B)

[lustration of all HD-GYP domain containing proteins in V. cholerae.



