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Figure S3 PCA of all 8 gibbon samples based on high quality genotypes. A) PCA 1v2 for all SNPs, B) PCA 3v4 for all SNPs, C) PCA
1v2 for random 1% of SNPs, D) PCA 3v4 for random 1% of SNPs. Note the two individuals from NLE, SSY and HLE appear as one

point on the plot as their PC coordinates were highly similar relative to between species differences.
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