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Figure S8 PCs 1and 2 (A), 3 and 4 (B) and 5 and 6 (C) of 1,000 simulated sets of summary statistics (mean shared sites for all
pairwise comparison) from each 15 bifurcating topology models and the 4-way hard polytomy model as well as the observed
data in red for non-genic loci. Model numbers correspond to the topologies given in Table S12. The E model was applied to

these simulations.
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