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FIG. S1 The distribution of fixed effects over time in the example simulation shown in Fig. 2. Each panel shows the effects of
all mutations fixed by time 7. The T' < 10N panel corresponds to Fig. 2B. To check for convergence to the steady state, we
ran each set of simulations until the distribution of fixed effects was symmetric about zero.
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FIG. S2 The equilibrium DFE for different underlying DFEs and recombination rates. A) The equilibrium ratio of beneficial
mutations to deleterious mutations for mutations with absolute effect |s|, averaged over 100 replicate simulations. We examined

the effect of underlying DFEs in the stretched exponential family, po (|s|) o exp[— (s/s0)”]. Specifically, we simulated heavy-
tailed stretched exponential (8 = 3/4), half-Gaussian (8 = 2), and uniform (8 — oo) underlying DFEs. Nso = 100 for all
simulations. B) The equilibrium DFE ratio in populations with recombination. As the recombination rate increases, 2N§ — 1
as mutations begin to fix independently. NU = 100, Nsg = 10 for all simulations. We used FFPopsim (Zanini and Neher,

2012) to simulate recombining populations.
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