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Additional Figure S1. Overview of the different mechanisms of DSB repair following DNA transposon excision. A.) Non-homologous end joining
(NHEJ) which leads to perfect excisions. B.) Single stranded annealing (SSA) which leads to a deletion of adjacent sequences. C.) Synthesis-

dependent strand annealing (SDSA) which can lead to introduction of “filler” DNA segments. D.) A special case of SSA which leads to precise



excisions.



