S2 Fig. Genomic organisation of recurrent microdeletions at seven genomic rearrangement hotspots
in patients with genetic generalised epilepsies and population controls
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Microdeletions at 15q11.2
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Microdeletions at 15913.3
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Microdeletions at 16p11.2
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Microdeletions at 16p12.2
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Microdeletions at 16p13.3
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Microdeletions at 22q11.2
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