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Supplemental Figure S6. Expression pattern of AP2-1 co-expressed genes.
Expression profile (as Z-scores: red = high, blue = low) of 144 root-enhanced genes
listed in Supplemental Table S4. Tissue samples: YR=young roots, Rl=ineffective
nodule-detached roots (21 dpi), RE=effective nodules-detached roots (21 dpi), RF=roots
from non-symbiotic plants grown in full-nutrient solution, NE=effective (21 dpi) nodules,
N5=pre-fixing effective (5 dpi) nodules, R5=nodule-detached roots from 5dpi, NI=
ineffective (21 dpi) nodules



