
A2BHK0_DANRE            ------------------------------------------------------------

comp167859_c1_seq2      MAGKVNKEDTSSLHLGNTPVNNGDKTSKRKISDVDTQAQHHPDKSAVPVMQKHISDPHCT 60

comp168050_c0_seq1      ------------------------------------------------------------

comp177116_c0_seq5      ------------------------------------------------------------

comp165668_c0_seq4      ------------------------------------------------------------

A2BHK0_DANRE            -----------------------------------------------MYQLSQPEMITGK 13

comp167859_c1_seq2      VPESSTCVTMETTEDCLVHKHQIMKDENLSNDGEEQVKIDLLDAINDDQTLGNNARKSLR 120

comp168050_c0_seq1      ------------------------------------------------------MFQALI 6

comp177116_c0_seq5      -------------------------------------------------------CSSDL 5

comp165668_c0_seq4      ----------------------------------------MFLTSKEIMNSEYKESDQDL 20

A2BHK0_DANRE            YYYVLETGRTGKLRMEILKHLLKQRSHLEEVYSVNQCDVILVLCP---ITSRAGTDIDAA 70

comp167859_c1_seq2      KYFTFVPGNTFNSHETFKTRLQQEVPHLQEVFTEEECDFFVLFCP---VVSRAGTDIEAA 177

comp168050_c0_seq1      RVFVMVFGNTMKSHESFVKNLKQSF-NLEEVSSANSCDVILAFVS---VVSRVGTDIDAA 62

comp177116_c0_seq5      EFKYFVAETNKKPPDSVRKAVHKRIPQLLEVSTVEECDIILVFYLTEPISSWSETDIAEA 65

comp165668_c0_seq4      KGFFTIQDPENAINLNFLEFFHDVRPDLKEVPSVEKSDLVLVFCY----VSEIQRDIEKA 76

.   . .   .* ** : :..*..: :       *    **  *

A2BHK0_DANRE            LNKLN--KLSASKPAIFMVLHHTSDPYKVVPDSGRFIQ-GMNMLTVDILFYEDVGLLNCI 127

comp167859_c1_seq2      LMKLNSFKTSGSKPAVIVVLHHTFDPQRIVPDSRRSVN-RMDTITVDCLFYEDTGLLQCP 236

comp168050_c0_seq1      LQKIP-----DGRPVLLVVLHHTFDPYHIAPQSRLCVMNRSDVFAVDCLYYENHGLLKSL 117

comp177116_c0_seq5      MQTIS--CITGTKPVVLMVFHHTVNPEYTPPDSRRWVT-MSDTFSVDCLFAEDKGLLPCP 122

comp165668_c0_seq4      LQKLN--SVAASKPAVLVVLHYTSDPKNIS-DSTKYVN-RWDTITVDCLISEDKTLLKCS 132

: .:        :*.:::*:*:* :*     :*   :    : ::** *  *:  ** . 

A2BHK0_DANRE            MNDEALGRVVRCFKPQ-------------------------------------------- 143

comp167859_c1_seq2      KNDEAIEQIKEWIKSQVHEEQETGYL---------------------------------- 262

comp168050_c0_seq1      HNDNALKAVKQHLRENVLS----------------------------------------- 136

comp177116_c0_seq5      KNDEAFYEFFKWLESKVFVS---------------------------------------- 142

comp165668_c0_seq4      KNDELLSRFAKQITSEVFSEVKEEVTPLLIWHHTTAIICVCFLLLKETYSFYMIYFLWPI 192

**: :  . . :  :                                            

A2BHK0_DANRE            ------------------------------------------------------------

comp167859_c1_seq2      -------------FYPYKIIEYGWATFKFLFSFVTRSNTYSENPASESMKQMSETVVATK 309

comp168050_c0_seq1      ---------------------------KKHLTFNTKE-SESVCPMTPTYKLIYIVIIFTF 168

comp177116_c0_seq5      --------------------------IRQRFA---------------------------- 148

comp165668_c0_seq4      FCSFKDQAHCTAKQLPSPFLHKYFADFIGQVPQCYVEILSGLHEQRPDLQEVATVEKCDV 252

A2BHK0_DANRE            -------------------------------

comp167859_c1_seq2      LRLVLLGRTGSGKSA---------------- 324

comp168050_c0_seq1      IYIFYSLKNIL-------------------- 179

comp177116_c0_seq5      -------------------------------

comp165668_c0_seq4      ILAFFISRPGSGIEAALKQIDSHTGSKPVVL 283


