Additional file 1: Figure S1

Moderately low MAF - Real data Very low MAF - Real data Extremely low MAF - Real data
o (=}
g g 2 -
< @ Al
o =] o
g g g
@ @ «
) z )
c o S o S o
g g8 g 2 g 8|
T o o © T &
e « e = @
[ (' w
o b= o
[=] (=}
S g7 27
- o~
o - — o - o -
I T T T T 1 I T T T T 1 I T T T T 1
0.0 0.2 0.4 0.6 0.8 1.0 0.0 0.2 0.4 0.6 0.8 1.0 0.0 0.2 04 0.6 0.8 1.0
Allele frequency Allele frequency Allele frequency
Moderately low MAF - Imputed data Very low MAF - Imputed data Extremely low MAF - Imputed data
[=] (=}
g g - -
<+ @ bl
o =} o
8 - g S
= 8 @
) oy )
c o c o S o
s o s o s 3
3 o+ 3 o - =
T o g o =g
g o D - [
w w w
o =] o
o (=}
g g 8
— o
o F — o o -
T T T T T 1 T T T T T 1 T T T T T 1
0.0 0.2 04 06 08 1.0 0.0 0.2 04 0.6 0.8 1.0 0.0 0.2 04 06 0.8 1.0
Allele frequency Allele frequency Allele frequency

Figure S1 — Allele frequency distribution of imputed and genotyped variants in Holstein Friesian animals. Distribution of allele frequencies of variants
with on average a moderately low minor allele frequency (MAF), very low MAF or extremely low MAF in real data and imputed data for Holstein Friesian

animals.



