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RKRGRQTYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEN

NEYGFAGQ PNTGRTNFTNKQLTELEKEFHFNKYLTRARRIEIAAALGLNETQVKIWFQNRRMKQKKRM KEGLVQNNNTAT

QRLCFAGQ PNTGRTNFTNKQLTELEKEFHFNKYLTRARRIEIAAALGLNETQVKIWFQNRRMKQKKRM KEGLVQNNNTTG

YQDYSGNI PNMGRTNFSDKQLTELEKEFHFNKYLTRARRIEIAAALGLNETQVKIWFQNRRMKQKKRM KESQTLPTAAFG

GGLGAGGG NSTGRTNFTNKQLTELEKEFHFNKYLTRARRIEIAAALGLNETQVKIWFQNRRMKQKKRL KEAQGTPGLGNT

DFSVFAGQ PNMGRTNFTNKQLTELEKEFHFNKYLTRARRIEIAASLGLNETQVKIWFQNRRMKQKKRL KENTSTTPVSDS

SSMLSLNC LNTGRTNFTNKQLTELEKEFHFNKYLTRARRIEIASALQLNETQVKIWFQNRRMKQKKRM KEGLIPPEPISA

SCSLSSNT NNSGRTNFTNKQLT ELEKEFHFNRYLTRARRIEIANTLQLNETQVKIWFQNRRMKQKKRV KEGLIPADILTQ

EYGFTTSG PNNGRTNFTTKQLTELEKEFHYNKYLTRARRVEIAAALNLNETQVKIWFQNRRMKQKKRE KENGFSTPGSGG

PSTPASNN PRRLRTAYTNSQLLELEKEFHFN YLCRPRRIEIAASLDLTERQ KVWFQNRRMKYKRQS GKDGMNENSVSS

FHFN YLCRPRRIEIAASLDLTERQ KV

GSSVASNH PRRLRTAYTNTQLLELEKEFHFN YLCRPRRIEIAASLDLTERQ KVWFQNRRMKFKRQT GKGSGNSPDAEC

SSQQENGL PRRLRTAYTNTQLLELEKEFHFN YLCRPRRIEIAASLDLTERQ KVWFQNRRMKHKRQT LGKQGDDGDDKD

EFVPENGL PRRLRTAYTNTQLLELEKEFHFN YLCRPRRIEIAASLDLTERQ KVWFQNRRMKHKRQT LSKTDDEDNKDS

SPTDQVNS SRRLRTVFTNTQLLELEKEFHYN YVCKPRRKEIASYLDLNERQ KIWFQNRRMRQKRRD TKGRSEIGTDPG

SGKELTGP PKRSRTAYTSAQLVELEKEFHFNRYLCRPRRIEMAALLNLSERQIKIWFQNRRMKYKKDQ KQKNLMEKIHME

SELTGP PKRSRTAYTSAQLVELEKEFHFNRYLCRPRRIEMAALLNLSERQIKIWFQNRRMKYKKDQ KQKNLMEKIQLE

FTNGEQP TKRARTAYTSAQLVELEKEFHFNRYLCRPRRIEMAALLNLTERQIKIWFQNRRMKHAKRN RSKKSCSKNSSN

FHFNRYLCRPRRIEMAALLSLTERQIKI

QNIPCEQP AKRARTAYTSAQLVELEKEFHFNQYLCRPRRIEMAALLNLSERQIKIWFQNRRMRFKKEK KLKVNMDKSGCG

GQSQVGQP SKRARTAYTSAQLVELEKEFHFNRYLCRPRRIEMAALLNLTERQIKIWFQNRRMKYKKDQ KQKNLMEKQYAG

PQRTKPTA GKRARTAYTSAQLVELEREFHHGKYLSRPRRIQIAENLNLSERQIKIWFQNRRMKHKKEQ MNKVSTPRSSPA

NHDSQRVK LKRSRTAFTSVQLVELENEFKSNMYLYRTRRIEIAQRLSLCERQVKIWFQNRRMKFKKDI QGHREPKSNAKL

SPGLGGAA GKRARTAYTSAQLVELEKEFHFNRYLCRPRRVEMAAMLNLTERQIKIWFQNRRMKYKKEQ KVKGGGSGGGSG

NGNFNGGE NKRTRTAYTRHQILELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEH KLPNTKLRLPDA

NGNFNGSE SKRSRTAYTRHQILELEKEFHFNRYLTRRRRIEIAHALDLSERQIKIWFQNRRMKWKKEH KLPNTKLRLP

DGLD PKRARTAYTRHQILELEKEFHFNRYLTRRRRIEIAHTLDLSERQIKIWFQNRRMKWKKEH KLPNTKGKIPEI

FDGD NKRTRTAYTRQQVLELEKEFHYNRYLTQRRRIEIAHTLTLSERQIKIWFQNRRMKWKKDH KLSSSKGRLPEI

ANGGFVGD SKRTRTAYTRHQILELEKEFHFNRYLTRRRRIEIAHTLCLSERQIKIWFQNRRMKWKKEH KLPNTKTRLTDS

GTFAPGME PKRQRTAYTRHQILELEKEFHYNRYLTRRRRIEIAHTLVLSERQIKIWFQNRRMKWKKDN KLPNTKNVRRKT

GSYQPGME PKRQRTAYTRHQILELEKEFHYNRYLTRRRRIEIAHTLVLSERQIKIWFQNRRMKWKKDN KLPNTKNVRKKT

STSYNGQD TKRSRTAYTRQQVLELEKEFHFNRYLTRRRRIEIAHSLGLTERQIKIWFQNRRMKWKKDN RLPNTKTRSSSA

HENVNGME SKRTRTSYTRYQTLELEKEFHFNRYLTRRRRIEIAHALNLTERQIKIWFQNRRMKWKKEQ KLAHITKSTAMK

GMNGIE SKRTRTSYTRHQTLELEKEFHFNRYLTRRRRIEIAHALNLTERQIKIWFQNRRMKWKKEQ KLAHLTKTEAMK

YSQDPDGE SKRSRTSYTRHQTLELEKEFHYNKYLTRRRRIEIAHALNLTERQIKIWFQNRRMKWKKEH KLSHIAKNMNVC

GHDTSNAD NKRTRTSYTRHQTLELEKEFHFNRYLTRRRRIEIAHSLNLTERQIKIWFQNRRMKWKKEH KLAHLAKSQAQK

STVNANGE TKRQRTSYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEH KMASMNIVPYHM

STVNANGE TKRQRTSYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEH KMASMNIVPYHM

AGTG NKRTRTAYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEN KLKSLSQCQQTQ

LNGEMPIE QKRTRQTYTRYQTLELEKEFHFNKYLTRRRRIEIAHALGLTERQIKIWFQNRRMKWKKEN NLQKLTGPNTKI

RFRNANRE QKRTRQTYTRYQTLELEKEFHFNKYLTRRRRIEIAHALGLTERQIKIWFQNRRMKWKKEN NLQKLTGPNTKL

IGYE QKRTRQTYTRYQTLELEKEFHYNRYLTRRRRIEIAHHLGLTERQIKIWFQNRRMKWKKEN NIPKLTGPNQKI

TGYE QKRTRQTYTRYQTLELEKEFHYNRYLTRRRRIEIAHTLGLTERQIKIWFQNRRMKWKKEN NIAKLTG

EEIETAYE QKRTRQTYTRFQTLELEKEFHFNRYLTRRRRIEIAHSLGLSERQIKIWFQNRRMKWKKEN NVSKLTGPDKSK

SGADFGYE QKRTRQTYTRYQTLELEKEFHYNRYLTRRRRIEIAHALQLTERQIKIWFQNRRMKYKKEN NISKLTGPNGEL

HGDSSATG NKRTRQTYTRYQTLELEKEFHFNKYLTRRRRIEIAESLRLTERQIKIWFQNRRMKAKKDT KFTEQSVTSTFD

TLASDCKD SKRTRQTYTRYQTLELEKEFHFNRYITRRRRIDIANALSLSERQIKIWFQNRRMKSKKDR TLDSSPEHCGAG

MKSQFGPD RKRGRQTYTRYQTLELEKEFHFNKYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEN KPSEGGTSCKEE

IFVFIGPD RKRGRQTYTRYQTLELEKEFHFNKYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKKE NKQPVGIVCKEE

PD RKRGRHTYSRHQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEN KGIELSRDSPPQ

MRSQYGPH RKRGRQTYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEN KAEMPGTENGKP

NQLKAGPE RKRGRQTYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEN RQIEVLRQHTDD

PWMRSQFE RKRGRQTYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEN KTKGEGGSEGGG

SQTAMGEE KKRGRQTYTRYQTLELEKEFHFNKYLTRKRRIEIAHLLGLTERQIKIWFQNRRMKWKKEN KIPSLNATTINQ

PE RKRGRQTYTRYQTLELEKEFHFNKYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEN KLESLKQQPAES

RKRGRQTYTRYQTLELEKEFHFNRYLTRRRRIEIAHALCLTERQIKIWFQNRRMKWKKEN KTKGEPGSGGEG

IVGPNSAQ RRRGRQTYSRYQTLELEKEFQFNHYLTRRRRIEIAHSLCLTERQIKIWFQNRRMKLKKER IKELNDSTKD

PNSAQ RRRGRQTYSRFQTLELEKEFQFNHYLTRKRRIEVAHALCLTERQIKIWFQNRRMKLKKER IKEINDTLKK

IVGPNSSQ RRRGRQTYSRFQTLELEKEFQYNNYLTRKRRIEVAHALNLSERQVKIWFQNRRMKLKKEK IREMNGACRS

VVXPNSSQ RRRGRQTYSRYQTLELEKEFQFNHYLTRKRRIEIAHALCLTERQIKIWFQNRRMKLKKER IKDLNGLDGK

FNRYLTRRRRIELSHMLCLTERQI

IVGPNSNQ RRRGRQTYTRYQTLELEKEFKFNRYLTRRRRIELSHMLCLTERQIKIWFQNRRMKEKKEI QAIKELNEKEKT

VCGPNGCP RRRGRQTYTRFQTLELEKEFHFNHYLTRRRRIEIAHALCLTERQIKIWFQNRRMKLKKEL RAVKEINEQARR

FNGPNGCP RRRGRQTYTRFQTLELEKEFHFNHYLTRRRRIEIAHALCLTERQIKIWFQNRRMKLKKEL RAVKEINEQARR

MTFGANGL RRRGRQTYTRYQTLELEKEFHTNHYLTRRRRIEMAHALCLTERQIKIWFQNRRMKLKKEI QAIKELNEQEKQ

DWLGTNGL RRRGRQTYTRYQTLELEKEFHTNHYLTRRRRIEMAHALCLTERQIKIWFQNRRMKLKKEI QAIKELNEQEKQ

PE RRRGRQTYSRYQTLELEKEFHFNKYLTRRRRIEIAHALGLTERQIKIWFQNRRMKLKKEA AMLCPPKAETET

NNSCTEPR TRKKRKPYTRYQTMVLENEFMTNSYITRQKRWEISCKLHLTERQVKVWFQNRRMKRKKLN SRAKVKSEVENT

PFFSTEPR TRKKRKPYTRYQTMVLENEFLTNSYITRQKRWEISCKLHLTERQVKVWFQNRRMKRKKLN ARSKVKTRMTDA

RKPYTRYQTMVLENEFLNNAYITRQKRWEISCKLHLSERQVKVWFQNRRMKRKKLN ERAKALFKSEDI

GSSS SRKKRKPYTRYQTMVLETEFINNSYITRQKRWEISCRLRLTERQVKVWFQNRRMKRKKLN DRAKNAQLTVQQ

SQGSHETK GRKKRKPYTRYQTMVLENEFLNSSYITRQKRWEISCKLQLTERQVKVWFQNRRMKRKKLN ERAKARLREDRE

SQNPDAPK QRKKRKPYTRYQTMVLENEFINNSYITRQKRWEISCKLHLSERQVKVWFQNRRMKRKKLN ERAKSLIKDHEP

TTLPAVIH MRKKRKPYSKYQIAELEREYVSNTYISKPKRWELSQRLQLSERQVKIWFQNRRMKEKKVK GGKQT

ALPPSAIA LRKRRRPYSKYQIAELEREYALSTYISKSRRWELSQLLNLSERQIKIWFQNRRIKAKKLQ KRDETLKTQTPN

SSSKSDVN PKKKRKPYSKPQVSALENEYSTSTYITKARRKEVARELDLTERQIKIWYQNRRIKEKKIA TKRAKVQSDLFM

LEWTGQVT VRKKRKPYSKFQTLELEKEFLFNAYVSKQKRWELARNLNLTERQVKIWFQNRRMKNKKNS QRQAAQQQNNNN

HEWTGQVS VRKKRKPYSKFQTLELEKEFLFNAYVSKQKRWELARNLQLTERQVKIWFQNRRMKNKKNS QRQANQQNNNNN

PGWMNNHS SRKKRCPYTRFQTLELEKEFLYNMYLTRERRYEISQHVNLTERQVKIWFQNRRMKMKKMS

TSWMAPRV GRKKRCPYTKYQILELEKEFLFNMYVSRERRQEISRHVNLSDRQVKIWFQNRRMKMKRMN

SNWMSAKS TRKKRCPYTKYQTLELEKEFLFNMFVTRERRQEIARQLNLTDRQVKIWFQNRRMKMKRMK QRAM

DVWWKLQS SRKKRCPYSKVQLLELEKEFLYNMYITREQRGEIARKVNLTDRQVKIWFQNRRMKMKRMK QRHEEE

ADQSVARG GRKKRCPYTKYQLSVLEQEYIQNRYVSRETRLELSQRLNLTDRQVKIWFQNRRMKQKRLE

GGGSLTKP VRPKRRPYSKYQLNELENEYVQNQYISRDKRLQLSQKLNLTERQVKIWFQNRRIKQKKLD
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