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ESM Fig. 1 Meta-analysis of SNPs near to IRS1 with type 2 diabetes in NHS and 

HPFS. Association signals in and adjacent to IRS1 gene region on chromosome 2. The 

vertical axis represents the –log10 p values. Recombination rates in this region were 

plotted in the background in light blue. Pairwise LDs between rs1522813 and other 

SNPs were estimated using HapMap LD data. The colour from light blue to deep blue 

represents the strength of LD 

 


