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Supplemental Figure S1. Independent Validation of Dex and E, Co-Regulated Genes. mMRNA
expression was determined for RNA Binding Motif Protein 24 (RBM24), Alpha-2C Adrenergic
Receptor (ADRA2C), Mucin 5B (MUCS5B), Natriuretic Peptide Type C (NPPC), Period Homolog
1 (PER1), Chromosome 10 Open Reading Frame 10 (C100rf10), and Left-Right Determination
Factor 1 (LEFTY1). Values were normalized to the housekeeping gene Cyclophilin B (PPIB).
Bar graphs show mean £ SEM of four biological replicates. The fold change valued determined
by microarray for each gene is listed below each treatment. The symbols * and ** represent
groups with means statistically different at p < 0.05 and p < 0.01, respectively, as determined by
ANOVA.
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