Table S1: List of primer pairs sequences.

Genes

Forward Sequence (5’ to 3%)

Reverse Sequence (5’ to 3°)

ADAM metallopeptidase domain 9 (ADAM9)
Adiponectin (ADIPOQ)

AKT1

ANGPT1

ANGPT2

ANGPTL4

CCL2

CCL11

Cyclin-dependent kinase 4 (CDK4)
Cyclin-dependent kinase inhibitor 2B (CDKN2B)
cystatin A (CSTA)

CXCL1

CXCL5

CXCL9

CXCL10

Epidermal growth factor receptor (EGFR)
EPHA3

EPHB3

Fatty acid synthase (FAS)

Fibroblast growth factor 1 (FGF1)

FGF2

FBJ osteosarcoma oncogene B (FOSB)

Fos related antigen 2 (FRA2)

Growth differentiation factor 3 (GDF3)
GLI-Kruppel family member GLI1 (GLI1)
GM-CSF

Hepatocyte growth factor (HGF)

HIFla

Baculoviral IAP repeat-containing 2 (IAP2)
Insulin-like growth factor binding protein 4 (IGFBP4)
ILIR1

IL-6

IL-10

IL-18

Inhibin, beta A (INHBA)

Integrin, alpha V (ITGAV)

Jun B proto-oncogene (JUN-B)
Keratinocyte growth factor (KGF)

K167

Kruppel-like factor 9 (KLF9)
Mitogen-activated protein kinase 3 (MAPK3 (1B))
Mitogen-activated protein kinase kinase kinase kinase 1
(MAP4K1)

Melan-a (MLANA)

MMP9

MMP13

OPN

PAIL

PDGFA

PDGFB

Platelet and Endothelial Cell Adhesion Molecule 1
(PECAM1)

PPARa

PPARP/S

PPARy

Ras homolog gene family, member A (RHOA)
Rpl27

SKI-like oncogene (SKIL)

SMAD3

SOCs1

SOCS3

SPARC

STAT1

STAT3

STAT5A

TGFa

TGFp1

TGFp2

TGEFp receptor 1 (TGFBR1)

TIMP1

TIMP2

GGACGGAACCAGACTGCTG
AGCCGCTTATATGTATCGCTCA
CCAAGGCCCAACACCTTTATC
TGCACTAAAGAAGGTGTTTTGCT
CGAGGCGCATTCGCTGTAT
TCCAACGCCACCCACTTAC
TTAAAAACCTGGATCGGAACCAA
GAATCACCAACAACAGATGCAC
CCAATGTTGTACGGCTGATGG
CCCTGCCACCCTTACCAGA
TACGGAGGTGTTTCAGAGGC
CTGGGATTCACCTCAAGAACATC
TGCGTTGTGTTTGCTTAACCG
GAACGGAGATCAAACCTGCCT
CCAAGTGCTGCCGTCATTTTC
GGGAGCATTTGGCACAGTGTA
TTCTGGTCGGGAGGTTTTGTG
ACCGTAAGAGACTGTAACAGCA
AGAGATCCCGAGACGCTTCT
CAGCTCAGTGCGGAAAGTG
GCGACCCACACGTCAAACTA
GCCACTGCCGACCACAATTC
AGCCTCCCGAAGAGGACAG
TAAGGTGGGCAGATTGCTTTTT
GAGCCCTTCTTTAGGATTCCCA
TCGTCTCTAACGAGTTCTCCTT
CTGCTTCATGTCGCCATCC
GGTCATCGCAGTTGGAACCTCC
AGGGACCATCAAGGGCACAG
AGAAGCCCCTGCGTACATTG
GCCAAGGTGGAGGACTCAG
TAGTCCTTCCTACCCCAATTTCC
AGAAGCATGGCCCAGAAATCA
GTGAACCCCAGACCAGACTG
ATAGAGGACGACATTGGCAGG
CCTGTGCTCCATTGTACCACT
GACCTGCACAAGATGAACCAC
CCGTGGCAGTTGGAATTGTG
CTGCCTCAGATGGCTCAAAGA
GCCGCCTACATGGACTTCG
ACCACATTCTAGGTATCTTGGGT
CTCACAGCTCGCTCAGATCC

TGGATACAGAACCTTGATGGACA
AAACCACCTCTCCCGACTCCAG
ACCTCCACAGTTGACAGGCT
ATCTCACCATTCGGATGAGTCT
GTGCATCACTCCACAAACCTGC
CGCTGCACTGGCTGTTGTA
CGAGCCAAGACGCCTCAAG
TGCACCCCATCACTTACCACC

TCGGCGAACTATTCGGCTG
TTGAGCCCAAGTTCGAGTTTG
TGTGGGGATAAAGCATCAGGC
AGCCTTTCTCACCTGGACTGC

CAAGGGGATATCCACAGAGTACCTT

AGGCAGAGACAAGTAAGTCCA
CCCCCACTGGATGACTACAG
CTGCGGCTTCTATTGGGGAC
CAAGAACCTACGCATCCAGTG
ACTACATCGGACCATGCAAATAC
GGAGCACGCTGCCTATGATG
CAATACCATTGACCTGCCGAT
AGTGGTTCGACGGGGTGAT
CACTCTGGGTACGTGGGTG
CCGCAACAACGCCATCTATG
TCGACATGGATCAGTTTATGCG
TCCCAACTACAGGACCTTTTTCA
CTTGGTTCCCTGGCGTACTC
CTGGACGTTGGAGGAAAGAAG

CCACTGAACAAAGTTGCCCA
TGCCGTCATAATGATTCTGTTGG
TTCCTGCCTCTTGAGTCCATC
CCTCCCCCATTCACATCCATATT
GGCTGATGCTACTTATTTTGCCC
TGAAGTCATCTCACAGTTGACCA
GCATTAGCTTCAGATTTACGGGT
ATCCTGGACCCACTTCTTCTT
TGTCCAGGTATGTCCTCAGGT
CAGATACCTCGCAATGTCACG
CAGCGACGGCTTGAGTTTT
CAGGGTCAAGGCAAGCCTC
AGCTATGACTTCCACCGTAGG
TGTAGTCTTCCTTGAACGACGA
GGCTCGCAGGGATGATTTCAA
GCCATCACATAGGCTTCGTCAA
ACTGCTTGAGTAGGGTCTTCA
GTCCACTTTCACGTAGGGGTT
GCCTGGTAGGCATTCTGTAGT
TGTCTGCGAGCCGTATAAAAG
TCCATCTTCCTTCATAGCAAGGT
TTATTGGCGACAGTGCAGAACC
AGGACATTGGGGTAGGTGAA
CTGGACAGTTACCCTGGAGTA
ACCCCGAGTAGAGTCATGTGG
GCAGTATGTCTGGTAGTAGCTGG
TGGGTCTTCCTTGGTAAGAGTAG
CGCTTGTGTCTTGGAAGGCTTG
TTTGTGTGTTTGGCGGTGTCTC
TGTCCCCACGATCTTCATCTT
CCAGGGTCATTCTCTAACACAGT
TTGGTCCTTAGCCACTCCTTC
GGCCTTGTAGACACCTTGGT
CCTGGAACACGTTTCTGAAAGA
ATAGAGGACGACATTGGCAGG
AGCATACTCAACGGTCTTTGTG
AGGCTGGAGAGTAACTGCTGA
CCTCCGCTGTGTGTCCATTT
GAAGACTTCGGTTCCCTGTAAC
GCCGTTCACCTGTATGCAC
GATGCGCTTGTTTGGGTTGAA
GAGGGGACAGCCGTTGAAT

GGGCTGATGGGATTTCTCTTG
AGCTCGGTGGTGTTCTCCAATG
AGGCACTCCACATCTTGGTTT
TCAGTCCATAAGCCAAGCTATCA
TAACGTGGGTTGCCAAGCATC
TTCCCTACGCCTTCCTGTCTC
CATGGGTGTGCTTAAACTTTCG
TAAAACGCGGTCCTGTTCCTC

GCACTTGTGAAAACGGCAGT
CGGTCTCCACACAGAATGATG
CCGGCAGTTAAGATCACACCTAT
CACCCACTGCCACCCATAAG
CTGGTGGCTGGAATTGACCGCTA
CGTCTGGGTAAGACACTGTTTTT
TCCATCTTCACTCAGGTAGCC
AAAAGGCAGTCGAAGGTCTCG
CCAGCTTGAGTACACAGTCGAA
GTACAAGGTGACCAGGACATTTT
CTCCAGAGAAAAGCGGCTGTA
GAGCGACTCAAACTGCCCT
ATGGCTTCAGATTCCAGAGGT
CACAGGTGATAATGAGGACAGC
CTCTGCACGGGACAGCAAT
CCCTGGTACTGTTGTAGATGGA
GCAGTGGTAAACCTGATCCAGA
ACCTGATCCGTCCACAAACAG
GGTGATGCTAAGCGTGTCCC



TIMP3

TLR2

TLR4

TNC

TNFa

TNFa interacting protein 2 (TNFalP2)
TSP-1

VEGFA

VG1 related sequence (VGR)

VHL

X-ray repair complementing defective repair in Chinese

hamster cells 1 (XRCC1)
1D3

GCGCAAGGGCCTCAATTAC
CCAGACACTGGGGGTAACATC
AAAGTGGCCCTACCAAGTCTC
GCTACCGACGGGATCTTCG
GGCTTTCCGAATTCACTGGAG
AAAGGGATACCTACTTGCTGCT
GAAGCAACAAGTGGTGTCAGT
GCACATAGAGAGAATGAGCTTCC
TCCTTGAACCGCAAGAGTCTC
AAAGAGCGGTGCCTTCAGG
TCTTCAGTCGTATCAACAAGACG

AGAGACACTCATTCTTGGAGGT
CGGATCGACTTTAGACTTTGGG
TCAGGCTGTTTGTTCCCAAATC
TAGCCGTGGTACTGATGGTTT
CCCCGGCCTTCCAAATAAA
CAAGCCCGACACCTTGAAG
ACAGTCTATGTAGAGTTGAGCCC
CTCCGCTCTGAACAAGGCT
CTCACCCTCAGGAATCTGGG
CACTTGGGTAGTCCTCCAAATC
GTTTGCTGGGAGGTTTCCTG

Primers for ChIP

Forward Sequence (5’ to 3°)

Reverse Sequence (5’ to 3°)

STAT binding site
Control

CATGCGAAGATGAGTGGACC
AGCCCTGGACCTGCTGATAGAG

CCAATAAAGCATTCACACATGG
AATGAGGACCACGGTGGCAC




