
a. HS-CRM1  (Alb gene) 

AGCCAATGAAATACAAAGATGAGTCTAGTTAATAATCTACAATTATTGGTTAAAGAAGTATATTAGTGCTAATTTCCCTCCGTTTGTCCTAGCTTTTCTC 
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b. HS-CRM2  (Apoc4 gene) 
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c. HS-CRM3  (Apoha gene) 
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 Supplementary Figure 1. 
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d. HS-CRM4  (Apohb gene) 
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e HS-CRM5  (Cyp2 gene) 



f. HS-CRM6  (Aldob gene) 
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g. HS-CRM7  (Apoc1 gene) 
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h. HS-CRM9  (Tf gene) 

hg18.chr3 
mm8 

rhemac2 
pantro1 
echtel1 

m4 

Consensus 

hg18.chr3 
mm8 

rhemac2 
pantro1 
echtel1 

m4 

Consensus 



i. HS-CRM10 (Ttr gene) 

j. HS-CRM11  (Fga gene) 
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k. HS-CRM12  (HPR gene) 
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l. HS-CRM13  (Serpina1b gene) 
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m. HS-CRM14  (Serpina1c gene) 
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