Table S2. Oligonucleotides used in this study.

PAGE Index Index
Oligo name |Sequence (5' to 3') purified |identifier |sequence |Notes
pRL27_Eng_ol| GATGTCCACGAGGTCTCTNNNNNNNNNNNNNNNN
igo19 NNNNCGTACGCTGCAGGTCGAC source of barcodes
Amp_barcode amplify barcodes with BP
s_FOR_Gatew| GGGGACAAGTTTGTACAAAAAAGCAGGCTCCTGC Gateway cloning site and
ay_Sbfl AGGGATGTCCACGAGGTCTCT Sbfl site (PAGE purified)
Amp_barcode amplify barcodes with BP
s_REV_Gatew|GGGGACCACTTTGTACAAGAAAGCTGGGTGGCCG Gateway cloning site and
ay Fsel GCCGTCGACCTGCAGCGTACG Fsel site (PAGE purified)
pHIMAR_eng_ ampify pHIMAR-RB1 to
oligo1 CGCGAACCCCAGAGTCCCGC delete region
pHIMAR_eng_ ampify pHIMAR-RB1 to
oligo2 GTTGGGTAACGCCAGGGTTTTC delete region
ACACTGGCAGAGCATTACGCCCTGCAGGATGCAAT
pHIMAR_eng_|GGGCCGGCCAGACCGGGGACTTATCAGCCAACCT
oligo4 GTTATGT linker region
pHIMAR_eng_|GCGGGACTCTGGGGTTCGCGACACTGGCAGAGC
oligo5 ATTACGC amplify linker region
pHIMAR_eng_|GAAAACCCTGGCGTTACCCAACACATAACAGGTTG
oligo6 GCTGATA amplify linker region
pRL27_Eng_ol ampify pRL27 to delete
igo22 GGCTTGGTTTCATCAGCCATC region
pRL27_Eng_ol ampify pRL27 to delete
igo23 GCGTAATGCTCTGCCAGTGT region
pRL27_Eng_ol|CCTGCAGGATGCAATGGGCCGGCCGGTTGAGATG
igo24 TGTATAAGAGACAGTCGAC linker region
pRL27_Eng_ol|ACACTGGCAGAGCATTACGCCCTGCAGGATGCAAT
igo25 GGGCC amplify linker region
pRL27_Eng_ol|[ GATGGCTGATGAAACCAAGCCGTCGACTGTCTCTT
igo26 ATACAC amplify linker region
EZ Forward_ |CTGTCTCTTATACACATCTTGTGTCTCAAAATCTCT generate custom
Kan pRL27 |GATGTTAC yes barcoded EZ-Tn5
CTGTCTCTTATACACATCTGTCGACCTGCAGCGTA generate custom
EZ_Reverse_ [CGNNNNNNNNNNNNNNNNNNNNAGAGACCTCGT barcoded EZ-Tn5
Kan_pRL27 |GGACATCTTAGAAAAACTCATCGAGCATCAA yes transpososome
lllumina adapter for
Mod2_TruSeq |/5'P/GATCGGAAGAGCACACGTCTGAACTCCAGTCA|yes TnSeq protocol; 5'
lllumina adapter for
Mod2_TS_Uni TnSeq protocol; 3' T is
v ACGCTCTTCCGATC*T yes phosphorothioate bonded
TnSeq oligo for
amplifying transposon
ATGATACGGCGACCACCGAGATCTACACTCTTTCC insertion sites; used for P.
Nspacer_bars [CTACACGACGCTCTTCCGATCTNNNNNNCGCCCT inhibens, P. stutzeri, S.
eq_pHIMAR |GCAGGGATGTCCACGAG yes amazonensis, S.
ATGATACGGCGACCACCGAGATCTACACTCTTTCC TnSeq oligo for
Nspacer_bars [CTACACGACGCTCTTCCGATCTNNNNNNGATGTCC amplifying transposon
eqg_universal |[ACGAGGTCT yes insertion sites; used for
P7_MOD_TS_|CAAGCAGAAGACGGCATACGAGATCGTGATGTGA
index1 CTGGAGTTCAGACGTGTGCTCTTCCGATCT yes index1 ATCACG [indexed TnSeq oligo
P7_MOD_TS_|[CAAGCAGAAGACGGCATACGAGATACATCGGTGAC
index2 TGGAGTTCAGACGTGTGCTCTTCCGATCT yes index2 CGATGT |indexed TnSeq oligo
P7_MOD_TS_|CAAGCAGAAGACGGCATACGAGATGCCTAAGTGA
index3 CTGGAGTTCAGACGTGTGCTCTTCCGATCT yes index3 TTAGGC |indexed TnSeq oligo
P7_MOD_TS_|CAAGCAGAAGACGGCATACGAGATTGGTCAGTGA
index4 CTGGAGTTCAGACGTGTGCTCTTCCGATCT yes index4 TGACCA |indexed TnSeq oligo
P7_MOD_TS_|CAAGCAGAAGACGGCATACGAGATCACTGTGTGA
index5 CTGGAGTTCAGACGTGTGCTCTTCCGATCT yes index5 ACAGTG [indexed TnSeq oligo
P7_MOD_TS_|[CAAGCAGAAGACGGCATACGAGATATTGGCGTGAC
index6 TGGAGTTCAGACGTGTGCTCTTCCGATCT yes index6 GCCAAT |indexed TnSeq oligo
P7_MOD_TS_|CAAGCAGAAGACGGCATACGAGATGATCTGGTGA
index7 CTGGAGTTCAGACGTGTGCTCTTCCGATCT yes index7 CAGATC [indexed TnSeq oligo




P7_MOD_TS_

CAAGCAGAAGACGGCATACGAGATTCAAGTGTGAC

index8 TGGAGTTCAGACGTGTGCTCTTCCGATCT yes index8 ACTTGA |indexed TnSeq oligo
P7_MOD_TS_|CAAGCAGAAGACGGCATACGAGATCTGATCGTGAC
index9 TGGAGTTCAGACGTGTGCTCTTCCGATCT yes index9 GATCAG |indexed TnSeq oligo
P7_MOD_TS_|CAAGCAGAAGACGGCATACGAGATAAGCTAGTGAC
index10 TGGAGTTCAGACGTGTGCTCTTCCGATCT yes index10 |TAGCTT |indexed TnSeq oligo
P7_MOD_TS_|CAAGCAGAAGACGGCATACGAGATGTAGCCGTGA
index11 CTGGAGTTCAGACGTGTGCTCTTCCGATCT yes index11 |GGCTAC |indexed TnSeq oligo
P7_MOD_TS_|CAAGCAGAAGACGGCATACGAGATTACAAGGTGAC
index12 TGGAGTTCAGACGTGTGCTCTTCCGATCT yes index12 |CTTGTA |indexed TnSeq oligo
P7_MOD_TS_|CAAGCAGAAGACGGCATACGAGATTTGACTGTGAC
index13 TGGAGTTCAGACGTGTGCTCTTCCGATCT yes index13 |AGTCAA [indexed TnSeq oligo
P7_MOD_TS_|CAAGCAGAAGACGGCATACGAGATGGAACTGTGA
index14 CTGGAGTTCAGACGTGTGCTCTTCCGATCT yes index14 |AGTTCC |indexed TnSeq oligo
P7_MOD_TS_|CAAGCAGAAGACGGCATACGAGATTGACATGTGAC
index15 TGGAGTTCAGACGTGTGCTCTTCCGATCT yes index15 |ATGTCA |indexed TnSeq oligo
P7_MOD_TS_|CAAGCAGAAGACGGCATACGAGATGGACGGGTGA CCGTCC
index16 CTGGAGTTCAGACGTGTGCTCTTCCGATCT yes index16 indexed TnSeq oligo
common F primer for
Forward_prim |CAAGCAGAAGACGGCATACGAGCTCTTCCGATCTG BarSeq (used with "in-
er_Nbarseq |ATGTCCACGAGGTCTCT yes line" R primers)
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H1_R_primer_|CCTACACGACGCTCTTCCGATCTATCACGAGGTCG ATCACGA |"in-line" indexed BarSeq
Nbarseq ACCTGCAGCGTACG yes HA1 G R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H2_R_primer_|CCTACACGACGCTCTTCCGATCTCGATGTTCGTCG CGATGTT |["in-line" indexed BarSeq
Nbarseq ACCTGCAGCGTACG yes H2 C R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H3_R_primer_|CCTACACGACGCTCTTCCGATCTTTAGGCGAGTCG TTAGGCG |"in-line" indexed BarSeq
Nbarseq ACCTGCAGCGTACG yes H3 A R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H4_R_primer_|CCTACACGACGCTCTTCCGATCTTGACCAATGTCG "in-line" indexed BarSeq
Nbarseq ACCTGCAGCGTACG yes H4 TGACCAAT|R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H5_R_primer_|CCTACACGACGCTCTTCCGATCTACAGTGCTGTCG ACAGTGC |"in-line" indexed BarSeq
Nbarseq ACCTGCAGCGTACG yes H5 T R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H6_R_primer_|CCTACACGACGCTCTTCCGATCTGCCAATGTGTCG GCCAATG |["in-line" indexed BarSeq
Nbarseq ACCTGCAGCGTACG yes H6 T R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H7_R_primer_|CCTACACGACGCTCTTCCGATCTCAGATCGAGTCG CAGATCG |["in-line" indexed BarSeq
Nbarseq ACCTGCAGCGTACG yes H7 A R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H8_R_primer_|CCTACACGACGCTCTTCCGATCTACTTGAAAGTCG "in-line" indexed BarSeq
Nbarseq ACCTGCAGCGTACG yes H8 ACTTGAAA|R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H9_R_primer_|CCTACACGACGCTCTTCCGATCTGATCAGTGGTCG GATCAGT |["in-line" indexed BarSeq
Nbarseq ACCTGCAGCGTACG yes H9 G R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H10_R_primer| CCTACACGACGCTCTTCCGATCTTCTACCTCGTCG "in-line" indexed BarSeq
_Nbarseq ACCTGCAGCGTACG yes H10 TCTACCTC|R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H11_R_primer |CCTACACGACGCTCTTCCGATCTCTTGTATGGTCG "in-line" indexed BarSeq
_Nbarseq ACCTGCAGCGTACG yes H11 CTTGTATG|R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H12_R_primer| CCTACACGACGCTCTTCCGATCTTAGCTTCCGTCG "in-line" indexed BarSeq
_Nbarseq ACCTGCAGCGTACG yes H12 TAGCTTCCI|R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H13_R_primer| CCTACACGACGCTCTTCCGATCTGGCTACCAGTCG GGCTACC |["in-line" indexed BarSeq
_Nbarseq ACCTGCAGCGTACG yes H13 A R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
H14_R_primer| CCTACACGACGCTCTTCCGATCTATGCACTTGTCG "in-line" indexed BarSeq
_Nbarseq ACCTGCAGCGTACG yes H14 ATGCACTT|R primer




AATGATACGGCGACCACCGAGATCTACACTCTTTC

H15_R_primer | CCTACACGACGCTCTTCCGATCTGACGGAACGTC GACGGAA |"in-line" indexed BarSeq

_Nbarseq GACCTGCAGCGTACG yes H15 C R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H16_R_primer[CCTACACGACGCTCTTCCGATCTAGCCTTGGGTCG AGCCTTG |["in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H16 G R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H17_R_primer | CCTACACGACGCTCTTCCGATCTCCGTAGAGGTCG CCGTAGA |"in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H17 G R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H18_R_primer | CCTACACGACGCTCTTCCGATCTGTGAGACTGTCG GTGAGAC |"in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H18 T R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H19_R_primer| CCTACACGACGCTCTTCCGATCTAATGCTCAGTCG "in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H19 AATGCTCA|R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H20_R_primer| CCTACACGACGCTCTTCCGATCTGCATCGTAGTCG "in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H20 GCATCGTA|R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H21_R_primer | CCTACACGACGCTCTTCCGATCTCGAACAGCGTC CGAACAG |"in-line" indexed BarSeq

_Nbarseq GACCTGCAGCGTACG yes H21 C R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H22_R_primer| CCTACACGACGCTCTTCCGATCTTCGGAAGGGTC TCGGAAG ["in-line" indexed BarSeq

_Nbarseq GACCTGCAGCGTACG yes H22 G R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H23_R_primer| CCTACACGACGCTCTTCCGATCTTTCTGTCGGTCG TTCTGTC ["in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H23 G R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H24_R_primer| CCTACACGACGCTCTTCCGATCTGTACTCACGTCG GTACTCA |"in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H24 C R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H25_R_primer| CCTACACGACGCTCTTCCGATCTAGTAATACGTCG "in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H25 AGTAATAC |R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H26_R_primer|CCTACACGACGCTCTTCCGATCTCAAGATATGTCG "in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H26 CAAGATAT |R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H27_R_primer| CCTACACGACGCTCTTCCGATCTTGTTTGGTGTCG TGTTTGG ["in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H27 T R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H28 R_primer| CCTACACGACGCTCTTCCGATCTCTCCAACCGTCG CTCCAAC |"in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H28 C R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H29 R_primer| CCTACACGACGCTCTTCCGATCTAAATTCTGGTCG "in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H29 AAATTCTG|R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H30_R_primer[CCTACACGACGCTCTTCCGATCTCCCGCCAAGTC CCCGCCA |"in-line" indexed BarSeq

_Nbarseq GACCTGCAGCGTACG yes H30 A R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H31_R_primer | CCTACACGACGCTCTTCCGATCTTACAAATAGTCG "in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H31 TACAAATA |R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H32_R_primer| CCTACACGACGCTCTTCCGATCTGGGCTATAGTCG "in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H32 GGGCTATA|R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H33_R_primer | CCTACACGACGCTCTTCCGATCTTTTCGGACGTCG TTTCGGA ["in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H33 C R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H34_R_primer| CCTACACGACGCTCTTCCGATCTTGCGCGTCGTC TGCGCGT ["in-line" indexed BarSeq

_Nbarseq GACCTGCAGCGTACG yes H34 C R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H35_R_primer| CCTACACGACGCTCTTCCGATCTTCCCGCTGGTCG TCCCGCT ["in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H35 G R primer




AATGATACGGCGACCACCGAGATCTACACTCTTTC

H36_R_primer| CCTACACGACGCTCTTCCGATCTGTTTCAGGGTCG GTTTCAG |"in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H36 G R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H37_R_primer| CCTACACGACGCTCTTCCGATCTGGAGGGGGGTC GGAGGGG]|"in-line" indexed BarSeq

_Nbarseq GACCTGCAGCGTACG yes H37 G R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H38_R_primer| CCTACACGACGCTCTTCCGATCTGCTGTTAGGTCG GCTGTTA |"in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H38 G R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H39_R_primer| CCTACACGACGCTCTTCCGATCTGAGTGTGAGTCG GAGTGTG |"in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H39 A R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H40_R_primer | CCTACACGACGCTCTTCCGATCTCGTCCCCGGTC CGTCCCC |"in-line" indexed BarSeq

_Nbarseq GACCTGCAGCGTACG yes H40 G R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H41_R_primer| CCTACACGACGCTCTTCCGATCTCCTCATCAGTCG "in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H41 CCTCATCA|R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H42_R_primer| CCTACACGACGCTCTTCCGATCTCCACGACAGTCG CCACGAC |"in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H42 A R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H43_R_primer| CCTACACGACGCTCTTCCGATCTCATTGGCTGTCG CATTGGC |"in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H43 T R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H44 R_primer|CCTACACGACGCTCTTCCGATCTAGGGGCCCGTC AGGGGCC|"in-line" indexed BarSeq

_Nbarseq GACCTGCAGCGTACG yes H44 C R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H45_R_primer | CCTACACGACGCTCTTCCGATCTACGACACTGTCG ACGACAC |["in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H45 T R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H46_R_primer|CCTACACGACGCTCTTCCGATCTACCGACGCGTCG ACCGACG ["in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H46 C R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H47_R_primer[CCTACACGACGCTCTTCCGATCTTATAGTATGTCGA "in-line" indexed BarSeq

_Nbarseq CCTGCAGCGTACG yes H47 TATAGTAT |R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC

H48 R_primer| CCTACACGACGCTCTTCCGATCTAACTCAGTGTCG AACTCAG |["in-line" indexed BarSeq

_Nbarseq ACCTGCAGCGTACG yes H48 T R primer
AATGATACGGCGACCACCGAGATCTACACTCTTTC
CCTACACGACGCTCTTCCGATCTNNNNNGTCGAC Common primer for

Barseq_P1 CTGCAGCGTACG yes "truseg-indexed" BarSeq
CAAGCAGAAGACGGCATACGAGATCGTGATGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

001 CCACGAGGTCTCT yes ITOO1 ATCACG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATACATCGGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

002 CACGAGGTCTCT yes IT002 CGATGT |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGCCTAAGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

003 CCACGAGGTCTCT yes ITO03 TTAGGC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTGGTCAGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

004 CCACGAGGTCTCT yes ITO04 TGACCA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCACTGTGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

005 CCACGAGGTCTCT yes ITO05 ACAGTG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATATTGGCGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

006 CACGAGGTCTCT yes ITO06 GCCAAT |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGATCTGGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

007 CCACGAGGTCTCT yes ITOO7 CAGATC |BarSeq primer




CAAGCAGAAGACGGCATACGAGATTCAAGTGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

008 CACGAGGTCTCT yes ITO08 ACTTGA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCTGATCGTGAC

Barseq_P2_IT |[TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

009 CACGAGGTCTCT yes ITO09 GATCAG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATAAGCTAGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

010 CACGAGGTCTCT yes ITO10 TAGCTT |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGTAGCCGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

011 CCACGAGGTCTCT yes ITO11 GGCTAC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTACAAGGTGAC

Barseq_P2_IT |[TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

012 CACGAGGTCTCT yes ITO12 CTTGTA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTTGACTGTGAC

Barseq_P2_IT |[TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

013 CACGAGGTCTCT yes ITO13 AGTCAA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGGAACTGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

014 CCACGAGGTCTCT yes ITO14 AGTTCC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTGACATGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

015 CACGAGGTCTCT yes ITO15 ATGTCA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGGACGGGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

016 CCACGAGGTCTCT yes ITO16 CCGTCC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCTCTACGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

017 CACGAGGTCTCT yes ITO17 GTAGAG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGCGGACGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

018 CCACGAGGTCTCT yes ITO18 GTCCGC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTTTCACGTGAC

Barseq_P2_IT |[TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

019 CACGAGGTCTCT yes ITO19 GTGAAA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGGCCACGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

020 CCACGAGGTCTCT yes IT020 GTGGCC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCGAAACGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

021 CCACGAGGTCTCT yes IT021 GTTTCG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCGTACGGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

022 CCACGAGGTCTCT yes IT022 CGTACG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCCACTCGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

023 CCACGAGGTCTCT yes IT023 GAGTGG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGCTACCGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

024 CCACGAGGTCTCT yes IT024 GGTAGC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATATCAGTGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

025 CACGAGGTCTCT yes IT025 ACTGAT |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGCTCATGTGAC

Barseq_P2_IT |[TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

026 CACGAGGTCTCT yes IT026 ATGAGC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATAGGAATGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

027 CACGAGGTCTCT yes ITO27 ATTCCT |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCTTTTGGTGAC

Barseq_P2_IT |[TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

028 CACGAGGTCTCT yes IT028 CAAAAG |BarSeq primer




CAAGCAGAAGACGGCATACGAGATTAGTTGGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

029 CACGAGGTCTCT yes IT029 CAACTA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCCGGTGGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

030 CCACGAGGTCTCT yes ITO30 CACCGG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATATCGTGGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

031 CACGAGGTCTCT yes ITO31 CACGAT |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTGAGTGGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

032 CCACGAGGTCTCT yes IT032 CACTCA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCGCCTGGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

033 CCACGAGGTCTCT yes ITO33 CAGGCG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGCCATGGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

034 CCACGAGGTCTCT yes IT034 CATGGC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATAAAATGGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

035 CACGAGGTCTCT yes ITO35 CATTTT BarSeq primer
CAAGCAGAAGACGGCATACGAGATTGTTGGGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

036 CCACGAGGTCTCT yes ITO36 CCAACA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATATTCCGGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

037 CACGAGGTCTCT yes ITO37 CGGAAT |BarSeq primer
CAAGCAGAAGACGGCATACGAGATAGCTAGGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

038 CCACGAGGTCTCT yes ITO38 CTAGCT |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGTATAGGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

039 CACGAGGTCTCT yes ITO39 CTATAC BarSeq primer
CAAGCAGAAGACGGCATACGAGATTCTGAGGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

040 CCACGAGGTCTCT yes IT040 CTCAGA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGTCGTCGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

041 CCACGAGGTCTCT yes ITO41 GACGAC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCGATTAGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

042 CACGAGGTCTCT yes IT042 TAATCG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGCTGTAGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

043 CCACGAGGTCTCT yes IT043 TACAGC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATATTATAGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

044 CACGAGGTCTCT yes IT044 TATAAT BarSeq primer
CAAGCAGAAGACGGCATACGAGATGAATGAGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

045 CCACGAGGTCTCT yes IT045 TCATTC BarSeq primer
CAAGCAGAAGACGGCATACGAGATTCGGGAGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

046 CCACGAGGTCTCT yes IT046 TCCCGA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCTTCGAGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

047 CCACGAGGTCTCT yes IT047 TCGAAG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTGCCGAGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

048 CCACGAGGTCTCT yes IT048 TCGGCA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATATGTTTGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

049 CACGAGGTCTCT yes IT049 AAACAT |BarSeq primer




CAAGCAGAAGACGGCATACGAGATTGCTTTGTGAC

Barseq_P2_IT |[TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

050 CACGAGGTCTCT yes ITO50 AAAGCA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGCATTTGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

051 CACGAGGTCTCT yes ITO51 AAATGC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTTTGTTGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

052 CACGAGGTCTCT yes IT052 AACAAA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCAAGTTGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

053 CACGAGGTCTCT yes ITO53 AACTTG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATAGTCTTGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

054 CACGAGGTCTCT yes ITO54 AAGACT |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTCGCTTGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

055 CACGAGGTCTCT yes ITO55 AAGCGA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGTCCTTGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

056 CACGAGGTCTCT yes ITO56 AAGGAC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCCTATTGTGAC

Barseq_P2_IT |[TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

057 CACGAGGTCTCT yes ITO57 AATAGG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGTTTGTGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

058 CACGAGGTCTCT yes ITO58 ACAAAC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATAGATGTGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

059 CACGAGGTCTCT yes ITO59 ACATCT BarSeq primer
CAAGCAGAAGACGGCATACGAGATCTGGGTGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

060 CCACGAGGTCTCT yes ITO60 ACCCAG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGCCGGTGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

061 CCACGAGGTCTCT yes ITO61 ACCGGC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTATCGTGTGAC

Barseq_P2_IT |[TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

062 CACGAGGTCTCT yes IT062 ACGATA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGAGAGTGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

063 CCACGAGGTCTCT yes ITO63 ACTCTC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTCTTCTGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

064 CACGAGGTCTCT yes ITO64 AGAAGA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCTATCTGTGAC

Barseq_P2_IT |[TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

065 CACGAGGTCTCT yes ITO65 AGATAG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGATGCTGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

066 CCACGAGGTCTCT yes ITO66 AGCATC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATAGCGCTGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

067 CCACGAGGTCTCT yes ITO67 AGCGCT |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCGGCCTGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

068 CCACGAGGTCTCT yes ITO68 AGGCCG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCCGTATGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

069 CACGAGGTCTCT yes ITO69 ATACGG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTAGGATGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

070 CACGAGGTCTCT yes ITO70 ATCCTA  |BarSeq primer




CAAGCAGAAGACGGCATACGAGATATAGATGTGAC

Barseq_P2_IT |[TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

071 CACGAGGTCTCT yes ITO71 ATCTAT BarSeq primer
CAAGCAGAAGACGGCATACGAGATGCGTGGGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

072 CCACGAGGTCTCT yes ITO72 CCACGC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCATGGGGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

073 CCACGAGGTCTCT yes ITO73 CCCATG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTTGCGGGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

074 CCACGAGGTCTCT yes ITO74 CCGCAA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCTAAGGGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

075 CCACGAGGTCTCT yes ITO75 CCTTAG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTTCTCGGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

076 CACGAGGTCTCT yes ITO76 CGAGAA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCAGCAGGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

077 CCACGAGGTCTCT yes ITO77 CTGCTG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGGTTTCGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

078 CCACGAGGTCTCT yes ITO78 GAAACC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTTATTCGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

079 CACGAGGTCTCT yes ITO79 GAATAA BarSeq primer
CAAGCAGAAGACGGCATACGAGATTCCGTCGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

080 CCACGAGGTCTCT yes ITO80 GACGGA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTATATCGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

081 CACGAGGTCTCT yes ITO81 GATATA BarSeq primer
CAAGCAGAAGACGGCATACGAGATAGCATCGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

082 CACGAGGTCTCT yes IT082 GATGCT |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCCTTGCGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

083 CCACGAGGTCTCT yes ITO83 GCAAGG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATAAGTGCGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

084 CCACGAGGTCTCT yes ITO84 GCACTT |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTAAGGCGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

085 CCACGAGGTCTCT yes ITO85 GCCTTA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTGGAGCGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

086 CCACGAGGTCTCT yes ITO86 GCTCCA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTGTGCCGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

087 CCACGAGGTCTCT yes ITO87 GGCACA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCAGGCCGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

088 CCACGAGGTCTCT yes ITO88 GGCCTG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGGTAGAGTGA

Barseq_P2_IT [CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

089 CCACGAGGTCTCT yes ITO89 TCTACC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATCATTCAGTGAC

Barseq_P2_IT [TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseqg-derived indexed

090 CACGAGGTCTCT yes ITO90 TGAATG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATATGGCAGTGA

Barseq_P2_IT |[CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseqg-derived indexed

091 CCACGAGGTCTCT yes IT091 TGCCAT |BarSeq primer




CAAGCAGAAGACGGCATACGAGATCCAGCAGTGA

Barseq_P2_IT |CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseg-derived indexed

092 CCACGAGGTCTCT yes IT092 TGCTGG |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGCGCCAGTGA

Barseq_P2_IT |CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseg-derived indexed

093 CCACGAGGTCTCT yes IT093 TGGCGC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATTTCGAAGTGAC

Barseq_P2_IT |TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseg-derived indexed

094 CACGAGGTCTCT yes IT094 TTCGAA |BarSeq primer
CAAGCAGAAGACGGCATACGAGATGGAGAAGTGA

Barseq_P2_IT |CTGGAGTTCAGACGTGTGCTCTTCCGATCTGATGT truseg-derived indexed

095 CCACGAGGTCTCT yes IT095 TTCTCC |BarSeq primer
CAAGCAGAAGACGGCATACGAGATAAACCTGTGAC

Barseq_P2_IT |TGGAGTTCAGACGTGTGCTCTTCCGATCTGATGTC truseg-derived indexed

096 CACGAGGTCTCT yes IT096 AGGTTT |BarSeq primer






