
	
  
	
  
Figure S5. Unsupervised hierarchical clustering of subgingival microbiome samples 

from 79 healthy HMP subjects. Graph shows results of unsupervised hierarchical 

clustering (complete linkage) of the transformed relative abundances (inverse sine 

method) of all phylotypes found. Subjects (in rows) tended to form two distinct clusters, 

Large (L) and Small (S). 
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