
Table S1. Proteins Identified using LC-MS in adult zebrafish ventricle and atria, and in ZFHA. 

Data are from pooled samples of n= 6 adult ventricle, n=5 adult atria and n=20 ZFHAs after 3 days in 
culture.  The number of matched peptides shows how many peptides were used to identify the 
protein in the sample.  The greater the number of matches the more certain the identification. 1 
match is a possible identification, 2 – 3 matches a probable identification, 4 and over almost certain 
identification. There were 44 peptides with 2 or more matches and these were identified against 
both Swissprot and DANRE databases (see methods for details). 
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