
Supplementary Table S5 Average nucleotide identity (ANI) and digital DNA-DNA hybridization (dDDH) of Polaribacter 

spp. Hel1_33_49 and Hel1_85 compared to the currently available Polaribacter genomes (P. franzmannii 301T was 

excluded due to its fragmented status). ANI was calculated using JSpecies (Richter & Rosselló-Móra, 2009) and dDDH 

was calculated using the Genome-to-Genome Distance Calculator (GGDC, Auch et al., 2010). 
 

 P. sp. Hel1_33_49 P. sp. Hel1_85 P. irgensii 23-PT P. sp. MED152 
ANIb (ANI with blast)     

Polaribacter sp. Hel1_33_49 – 80.0 69.8 77.1 
Polaribacter sp. Hel1_85 80.1 – 69.1 77.7 

     
dDDH     

Polaribacter sp. Hel1_33_49 – 23.9 15.9 21.2 
Polaribacter sp. Hel1_85 23.9 – 15.4 20.5 
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